List of diseases and biological functions in the proximal nerve stumps at 0.5 h, 1 h,3h,6h,9h,1d,4d,7d, and 14 d after

nerve injury

0.5 hour
Category P value | Molecules
Endocrine
System 3.89E-06-
Development 1.63E-02 GSTA1, SLC22A2, L6
and Function
Lipid 3.89E-06-
Metabolism 1 47E-02 GSTA1, SLC22A2, IL6, AGTPBP1
Small Molecule | 3.89E-06- | o »a9. cXCL3, HNMT, B3GAT1, GSTA1, SYT1, SLC22A2, IL6, AGTPBP1, A2M
Biochemistry 1.96E-02
Vlltamln and 3 89E-06-
Mineral CXCL3, Gucy2d, GSTA1, SYT1, SLC22A2, IL6, A2M
. 1.8E-02
Metabolism
Inflammatory 7.1E-04-
Response 2 12E-02 CXCL3, HNMT, MMP8, SLC22A2, IL6, A2M
Cell-To-Cell g 5ae 04-
Signaling and 1 8E-02 IQSEC3, CXCL3, PRSS2, SLC22A2, SYT1, IL6, A2M
Interaction )
Cellular 9.68E-04-
Movement 2 05E-02 CXCL3, SCN2B, MMP8, IL6, A2M, TBX18
Hematological
System 9.68E-04-
Development 2.12E-02 CXCL3, MMP8, IL.6, A2M

and Function




Immune Cell 9.68E-04-
Trafficking 2.12E-02 CXCL3, MMPS, 1L6, A2M
Cellular 1.04E-03-
XCL3, MMP8, IL6, A2M, TBX1
Development 2.12E-02 CXCL3, 8, IL6, ’ 8
Cellular Growth
and 1.04E-03- CXCL3, ADCY2, IL6, A2M
, , 2.12E-02
Proliferation
Connective
Tissue 1.04E-03-
Development 2 12E-02 CXCL3, ADCY2, IL6, A2M, TBX18
and Function
L 1.04E-03-
Hematopoiesis 2 12E-02 CXCL3, IL6
Infectious 1.04E-03-
Diseases 1.8E-02 PRSS2, IL6, A2M
Inflammatory 1.04E-03-
Disease 1 93E-02 HNMT, SCN2B, IL6, A2M
Lymphoid
Tissue 1.04E-03-
Structure and 2.12E-02 CXCL3, IL6
Development
Skeletal and
Muscular
1.04E-03-
System 2 12E-02 CXCL3, IL6, A2M, TBX18

Development
and Function




Tissue

1.04E-03-

CXCL3, MMPS8, SYT1, IL6, A2M, TBX18

Development 2.12E-02

RGS9, IQSEC3, SCN2B, MAGEE1, PRSS2, PCDH19, TMEM60, RALGAPB, DHRS7C,

1 19E-03- ZNF609, IL6, NPAS2, AGTPBP1,

Cancer 2 12E-02 TBX18, CXCL3, MMPS8, CFIl, LRP11, GSTA1, SLC22A2, ADCY2, HNMT, ABHD3, KLHL31,

DMXL2, NUDT19, STMNS,

B3GAT1, PPP2R5E, SYT1, A2M, ABCD4, LRIF1

RGS9, IQSEC3, SCN2B, MAGEE1, PRSS2, PCDH19, TMEM60, RALGAPB, DHRS7C,
Organismal 1 19E-03- ZNF609, IL6, NPAS2, AGTPBP1,
Injury and 2 12E-02 TBX18, CXCL3, MMP8, CFI, LRP11, GSTA1, SLC22A2, ADCY2, HNMT, ABHD3, KLHL31,
Abnormalities DMXL2, NUDT19,

STMN3, B3GAT1, PPP2R5E, SYT1, A2M, ABCD4, LRIF1
Neurological 1.27E-03- | RGS9, CXCL3, ADCY2, SCN2B, HNMT, Gucy2d, PCDH19, B3GAT1, IL6, A2M, AGTPBP1,
Disease 2.02E-02 | ABCD4, DMXL2
Cardiovascular | 1.65E-03-
Disease 1.8E-02 SCN2B, CFl, IL6
Cardiovascular
System 1.65E-03- L6
Development 2.12E-02
and Function

1.65E-03-

Cell Cycle 1 96E-02 IL6, A2M
Cell Death and | 1.65E-03-
Survival 2 02E-02 CXCL3, MMP8, CFI, GSTA1, IL6, A2M, AGTPBP1
Cell 1.65E-03-
Morphology | 1.96E-02 | Cucy2d: L6, AZM




Cell-mediated

1.65E-03-

Immune 2 12E-02 CXCL3, IL6
Response
Cellular
Assembly and 1'2‘25(;23' RGS9, IQSEC3, SYT1, IL6, A2M
Organization ’
Cellular 1.65E-03-
Compromise 1 8E-02 CXCL3, GSTAT1, IL6, AGTPBP1
Cellular
Functionand | 02E0% SYT1, IL6, A2M, TBX18
. 2.12E-02
Maintenance
Connective
Tissue 1.65E-03- CXCL3, HNMT, SCN2B, CFI, IL6
. 2.12E-02
Disorders
DNA
Replication, 1.65E-03-
Recombination, | 1.65E-03 SLC22A2
and Repair
Developmental | 1.65E-03- | . ) 3 LINMT, MMPS, PCDH19, IL6, TBX18, ABCD4
Disorder 1.8E-02
Digestive
System 1.65E-03- L6
Development 1.8E-02
and Function
Embryonic 1.65E-03-
Development 2.12E-02 MMPS, IL6, A2M, TBX18




Endocrine

1.65E-03-

System 8.9E-03 IL6, DMXL2

Disorders
RGS9, IQSEC3, SCN2B, MAGEE1, PCDH19, PRSS2, RALGAPB, TMEM®60, ZNF609, IL6,

Gastrointestinal | 1.65E-03- | NPAS2,

Disease 2.01E-02 | AGTPBP1, TBX18, CXCL3, MMP8, CFI, LRP11, SLC22A2, ADCY2, HNMT, ABHD3, KLHL31,
DMXL2, NUDT19, STMN3, B3GAT1, PPP2R5E, SYT1, A2M, ABCD4

Hematological | 1.65E-03-

Disease 1 4TE-02 CXCL3, CFI, B3GAT1, IL6, A2M

Hepatic System 1 65E-03-

Development IL6

. 1.8E-02

and Function

Hepatic System | 1.65E-03- L6

Disease 1.8E-02

Hereditary 1.65E-03- | 1 559, ADCY2, SCN2B, HNMT, MMP8, PCDH19, GFI, IL6, A2M, ABCD4, TBX18, DMXL2

Disorder 2.08E-02

Immunological | 1.65E-03-

Disease 1 74E-02 CXCL3, HNMT, CFI, B3GAT1, IL6

Metabolic 1.65E-03-

Disease 1 63E-02 MMPS8, IL6, A2M, ABCD4

Molecular 1.65E-03-

Transport 1 9BE-02 CXCL3, Gucy2d, B3GAT1, GSTA1, SYT1, SLC22A2, IL6, A2M

Nervous

System 1.65E-03- | -y cL3, 1QSECS, Guey2d, B3GAT1, SYT, IL6, NPAS2, AGTPBP1, A2M

Development 2.05E-02

and Function




Ophthalmic 1.65E-03-
Disease 1 74E-02 CXCL3, MMPS8, CFl, IL6
Organ 1.65E-03-
Development 2.12E-02 SYT1, 1L6, TBX18
Organismal 1.65E-03-
Development 2.12E-02 MMPS, IL6, A2M, TBX18
Organismal 1.65E-03- L6
Functions 1.15E-02
Protein 1.65E-03-
Trafficking 1.65E-03 SYTT
Renal and
. 1.65E-03-

U'rologlcal 2 08E-02 CFl, IL6, TBX18, ABCD4
Disease
Skeletal and 1 65E-03
Muscular ' RGS9, CXCL3, ADCY2, HNMT, SCN2B, IL6, A2M

. 2.12E-02
Disorders
Tissue 1.65E-03-
Morphology 2 12E-02 CXCL3, IQSECS3, Gucy2d, B3GAT1, IL6, AGTPBP1, A2M
Tumor 1.65E-03-

B3GAT1, IL6

Morphology 1.8E-02 ’
Amino Acid 3.29E-03- L6
Metabolism 1.96E-02
Dermatological 3.29E-03 RGS9, IQSEC3, SCN2B, MAGEE1, PCDH19, DHRS7C, RALGAPB, ZNF609, I1L6, NPAS2,
Diseases and 1.05E 02 AGTPBP1, TBX18, DMXL2, NUDT19, STMN3, MMP8, CFI, B3GAT1, GSTA1, SYT1, SLC22A2,

Conditions

A2M, LRIF1




Gene 3.29E-03- L6
Expression 1.96E-02
:-ri:rrnnlfrrmzl 3:298-03- 1 ¢
1.47E-02

Response
Hypersensitivity | 3.29E-03- L6
Response 9.83E-03
Organ 3.29E-03-
Morphology 1.47E-02 CXCL3, IL6
Psychological 3.29E-03-
Disorders 1 82E-02 RGS9, ADCY2, SCN2B, IL6, A2M
Respiratory 3.29E-03- | CXCL3, ADCY2, HNMT, STMN3, ABHD3, MMP8, CFI, B3GAT1, SLC22A2, IL6, AGTPBP1,
Disease 1.94E-02 | DMXL2
Reproductive 4.18E-03 RGS9, IQSEC3, ADCY2, SCN2B, HNMT, MAGEE1, ABHD3, PCDH19, KLHL31, DHRS7C,
System {96E02 RALGAPB, ZNF609, IL6, NPAS2, AGTPBP1, TBX18, DMXL2, CXCL3, MMP8, CFI, GSTA1,
Disease ) SLC22A2, A2M, ABCD4
Carbohydrate 4.73E-03-
Metabolism 1 37E-02 CXCL3, ADCY2, ABHD3, B3GAT1, IL6
Antimicrobial 4.93E-03-
Response 1.96E-02 IL6, A2M
Drug 4.93E-03-
Metabolism 2 12E-02 GSTA1, SYT1, SLC22A2, IL6
g:/re?g drr?ek:t] 4935031, ¢

P 1.47E-02

and Function




Reproductive

System 6.56E-03- L6
Development 1.47E-02
and Function
Respiratory
System 6.56E-03-
MMPS8, IL

Development 1.15E-02 8 IL6
and Function

. 6.6E-03-
Behavior 2 05E-02 B3GAT1, IL6, NPAS2
Organismal 8.2E-03-
Survival 8.2E-03 CXCL3
Post-
Translational ?'4215;503-2 MMPS, IL6
Modification '
Protein 8.2E-03-
Degradation 8.2E-03 MMP8
Protein 8.2E-03-
Synthesis 8.2E-03 MMP8

. . 9.83E-03-
Cell Signaling 1 8E-02 RGS9, CXCL3, Gucy2d, IL6, SYT1, NPAS2, A2M
Nucleic Acid 9.83E-03-
Metabolism 9.83E-03 RGS9
Free Radical 1.8E-02-

XCL

Scavenging 1.8E-02 CXCL3




1 hour

Category P value Molecules

Cell Signaling 2524'5'06'1'235 BANK1, CXCL3, ALOX12B, DUSP3, CXCL13, CD2, ICOS, CCL20, IL6, AQP4, A2M
Molecular 5-24B-06-T.47E- | 5 )\\K1, CXCL3, CXCL13, CD2, ICOS, CCL20. L6, AQP4, TTN, A2M

Transport 03

Vitamin and

Mineral 2'324506'8'725 BANK1, CXCL3, CXCL13, CD2, ICOS, CCL20, GSTA1, IL6, AQP4, A2M
Metabolism

Cellular

Function and
Maintenance

6.3E-06-7.47E-03

CXCL3, USH2A, HTR4, CD2, CXCL13, ICOS, CCL20, OBSCN, IL6, AQP4, TTN, A2M

Cell-To-Cell

Signaling and 3'375506-9'335 BANK1, RBFOX1, CXCL3, DUSP3, CXCL13, CD2, ICOS, CCL20, IL6, A2M, Muc4

Interaction

Cellular 6.75E-06-8.09E-

Growth and 03 BANK1, RBFOX1, CD2, HTR4, CCL20, OBSCN, IL6, TTN, CXCL3, CXCL13, ICOS, A2M, ACTC1
Proliferation

Cellular 2.05E-05-8.79E- | SCN2B, CD2, Cyct, IGF2BP3, CCL20, Rnase2 (includes others), IL6, AQP4, SYNPO2, CXCL3,
Movement 03 CXCL13, STMN3, ICOS, MMP12, ACTC1, A2M

Hematological

System 2.05E-05-9.33E-

Development
and Function

03

BANK1, CXCL3, DUSP3, HTR4, CD2, CXCL13, ICOS, CCL20, IL6, MMP12, TTN, A2M




Humoral

2.05E-05-7.47E-

Immune 03 BANK1, CD2, CXCL13, ICOS, CCL20, IL6

Response

Immune Cell - 2.05E-05-9.33E- | 5,1, cxCL3, DUSP3, CD2, CXCL13, ICOS, CCL20, IL6, MMP12, A2M

Trafficking 03

Inflammatory 2.05E-05-9.33E- BANK1, CXCL3, DUSP3, KMO, CD2, CXCL13, ICOS, Rnase2 (includes others), CCL20, IL6, MMP12,
Response 03 A2M

Lymphoid

Tissue 2.05E-05-8.72E-

Structure and
Development

03

BANK1, CXCL3, CD2, CXCL13, ICOS, CCL20, IL6, A2M

Cell-mediated

2.65E-05-7.47E-

Immune " CXCL3, CD2, CXCL13, ICOS, CCL20. IL6

Response

Embryonic 4.18E-05-7.48E- | o)\ \K1. CXCLA3, ICOS, CCL20, OBSCN, IL6, A2M. ACTC1, TTN
Development | 03

Organ 4.18E-05-7.48F- | b\ NK1. SCN2B, CXCL13, ICOS, OBSCN, IL6, ACTC1, TTN
Development | 03

Organismal 4.18E-05-7.48E-

Development

03

BANK1, CXCL13, ICOS, OBSCN, IL6, MMP12, A2M, ACTC1, TTN

Tissue
Development

4.18E-05-7.48E-
03

BANK1, CXCL3, HTR4, CXCL13, ICOS, OBSCN, CCL20, IL6, MMP12, A2M, ACTC1, TTN

Tissue
Morphology

4.18E-05-8.72E-
03

BANK1, CXCL3, CXCL13, HTR4, ICOS, CCL20, IL6, MMP12, ACTC1, TTN, A2M

Cardiovascular
Disease

5.11E-05-8.28E-
03

SCNZ2B, IL6, AQP4, ACTC1, TTN




Cellular
Assembly and
Organization

5.11E-05-7.47E-
03

CD2, ICOS, OBSCN, IL6, A2M, ACTC1, TTN

Cellular 5.11E-05-8.28E- BANK1, CXCL3, HTR4, CD2, ICOS, OBSCN, CCL20, IL6, MMP12, ACTC1, TTN, A2M
Development | 03
gggg;w 231 1B-05-8.28E- | LBFOX1. ALOX12B. USH2A. SCN2B, HTR4, IL6, AQP4. TTN. MAL2, ICOS, ACTC1, A2M. ABCD4
Organismal 5 11E.05.0.335. | PANKT, RBFOX1, ALOX12B, USH2A, SCN2B, KMO, CD2, HTR4, IGF2BP3, TMEMG0, OBSCN,
Injury and 0'3 ' CCL20, EPC2, TIGD2, IL6, OR2C1, AQP4, TTN, CXCL3, MAL2, CXCL13, ICOS, GSTA1, MMP12,
Abnormalities ACTC1, A2M, ABCD4
I\Sﬁsif”d 511E-05-9.33E- | RBFOX1, SCN2B, HTR4, CCL20, IL6, AQP4, TTN,

) 03 CXCL3, CXCL13, MAL2, ICOS, GSTA1, MMP12, ACTC1, A2M
Disorders
Skeletal and
Muscular
System 5-11E-05-7.48E- CXCL3, SCN2B, HTR4, OBSCN, IL6, A2M, ACTC1, TTN

Development
and Function

03

Gastrointestin

8.2E-05-7.47E-03

BANK1, RBFOX1, USH2A, KMO, HTR4, IGF2BP3, CCL20, OBSCN, TMEMG60, TIGD2, IL6, OR2C1,

al Disease TTN, CXCL3, CXCL13, ICOS, GSTA1, MMP12, ACTC1, A2M
'[')‘:S”;:zzlog'ca' 8.2E-05-9.33E-03 | BANK1, CXCL3, KMO, CXCL13, CD2, ICOS, CCL20, IL6, MMP12
Ophthalmic

| 8.2E-05-7.47E-03 | CXCL3, USH2A, CXCL13, CCL20, IL6, AQP4
Disease
Connective 1.53E-04-7.47E-

Tissue

03

CXCL3, CXCL13, HTR4, IL6




Development
and Function

Hematopoiesis

1.75E-04-9.08E-
03

CXCL3, CXCL13, CD2, HTR4, ICOS, CCL20, IL6

1.97E-04-9.17E-

RBFOX1, USH2A, KMO, HTR4, CD2, IGF2BP3,

Cancer 03 CCL20, TMEM60, OBSCN, EPC2, TIGD2, IL6,
OR2C1, TTN, CXCL3, CXCL13, MMP12, A2M, ACTC1

Amino Acid 2.23E-04-5.61E-

Metabolism 03 KMO, 1L6

Cell 2.23E-04-7.84E- HTR4, CD2, ICOS, IL6, MMP12, AQP4, ACTC1, TTN, A2M

Morphology 03

Small

Molecule 5523'5'04'8'725 ALOX12B, KMO, GSTA1, IL6

Biochemistry

Cardiovascular

System 2.64E-04-7.48E-

Development
and Function

03

SCN2B, ICOS, OBSCN, IL6, MMP12, ACTC1, TTN

Cell Death and
Survival

3.54E-04-9.22E-
03

CXCL3, CD2, ICOS, GSTA1, IL6, MMP12, ACTC1, TTN

Dermatological
Diseases and
Conditions

5.26E-04-8.5E-03

CXCL3, ALOX12B, CXCL13, CD2, CCL20, IL6, MMP12, A2M

Endocrine
System

5.74E-04-5.61E-
03

GSTA1, IL6




Development
and Function

Lipid 5.74E-04-8.72E-

oboiem | o8 ALOX12B, GSTA1, IL6

gi@:;'og'ca' 6.61E-04-8.5E-03 | BANK1, CXCL3, HTR4, CXCL13, CD2, ICOS, CCL20, IL6, MMP12, A2M
Organ 7.03E-04-T.48E- | -y CL3, ALOX12B, SCN2B, CXCL13, IL6, ACTC1, TN
Morphology 03

Cellular 7-T3E-04-T.4TE- | v L3, CD2, ICOS, OBSCN, GSTAT, IL6, AQP4
Compromise 03

Hepatic

System 3559'5'04'7'475 USH2A, KMO, IGF2BP3, OBSCN, CCL20, TIGD2, IL6, TTN
Disease

Cell Cycle 1E-03-9.33E-03 | CD2, ICOS, IL6, A2M

Gene 1E-03-9.33E-03 | CD2, IL6

Expression

Protein 1.3E-03-8.87E-03 | BANK1, IGF2BP3, ICOS, IL6

Synthesis

Infectious 1.35E-03-8.32E- | oxcL13, 1COS, IL6, MMP12, AQP4, A2M

Diseases 03

Inflammatory | 1.35E-03-9.338- |\ 115 cD2, cxCL13, ICOS, CCL20, IL6, AQP4, A2M
Disease 03

Neurological | 1.85E-03-9.32E- | RBFOX1, CXCL3, USH2A, SCN2B, CXCLA13,

Disease 03 MAL2, HTR4, ICOS, CCL20, IL6, AQP4, ACTC1, A2M, ABCD4
Auditory 1.87E-03-3.74E-

Disease

03

USH2A, AQP4




Connective

1.87E-03-9.33E-

Tissue 03 CXCL3, SCN2B, CXCL13, HTR4, ICOS, CCL20, IL6, MMP12
Disorders

Developmental 1 87E-03-7E-03 CXCL3, ALOX12B, USH2A, HTR4, CD2,

Disorder Rnase2 (includes others), IL6, MMP12, ACTC1, TTN, A2M, ABCD4
Digestive

System 1.87E-03-7.47E-

Development
and Function

03

IL6

Endocrine 1.87E-03-9.17E-

System 03 RBFOX1, BANK1, KMO, HTR4, CXCL13, IGF2BP3, ICOS, OBSCN, GSTA1, IL6, A2M, TTN
Disorders

Hepatic

System 1.87E-03-7.47E-

Development
and Function

03

IL6

Metabolic 1.87E-03-8.72E- | bBEOX1. BANK1, KMO, HTR4, CXCLA13, ICOS, GSTA1, IL6, A2M. ABCD4
Disease 03

Nervous

System 1.87E-03-7.47E-

Development
and Function

03

RBFOX1, HTR4, IL6, AQP4, A2M

Organismal
Functions

1.87E-03-7.47E-
03

KMO, IL6, TTN




Renal and

1.87E-03-1.87E-

Urological IL6, ABCD4
. 03
Disease
Reproductive
System (1)'387'5'03'9'175 IGF2BP3, IL6, AQP4
Disease
Tumor 1.87E-03-5.61E- L6
Morphology 03
Hair and Skin
Development 2.95E-03-5.61E- ALOX12B, IL6

and Function

03

Psychological

3.04E-03-9.32E-

RBFOX1, SCN2B, MAL2, HTR4, CCL20, IL6, AQP4, A2M

Disorders 03

Hypersensitivit | 3.74E-03-7.47E- CD2, ICOS, IL6
y Response 03

Reproductive

System 3.74E-03-7.47E-

Development
and Function

03

Cyct, IL6, AQP4

Respiratory | 3.74B-03-747E- | 13, cD2, ICOS, IL6, MMP12
Disease 03

Protein 4.05E-03-7.47E-

Trafficking 03 CD2, ICOS, IL6, A2M, TTN
Antimicrobial 4.71E-03-5.61E-

Response

03

CXCL13, Rnase2 (includes others), IL6




N}Jtrltlonal 5.48E-03-5.48E- HTR4. IL6
Disease 03
Drug 5.61E-03-5.61E- L6
Metabolism 03
Respiratory
System 7.47E-03-7 47E- L6
Development | 03
and Function
3 hours
Category P value | Molecules
::(';“'ar Growth | ¢ 13£.09- | AFAPAL1, PROK2, HTR4, GDNF, TRH, CCL20, IL6, CSF3, AREG, SERPINB2,
. . 1.37E-03 | CXCL3, REG3G, CAMP, IL1RL2, IL1RN, MMP8, S100A8, PRDM1
Proliferation
Cellular 1.49E-08- | AFAP1L1, PROK2, HTR4, GDNF, TRH, CCL20, IL6, CSF3, AREG, SERPINB2,
Development 1.37E-03 | CXCL3, REG3G, CAMP, IL1RL2, IL1RN, MMP8, PRDM1, S100A8
Hematological
System 1.49E-08- | PROK2, HTR4, GDNF, CCL20, IL6, CSF3, SERPINB2, CXCL3, REG3G, CAMP,
Development 1.37E-03 | IL1RL2, Retnlg, IL1RN, MMP8, PRDM1, S100A8
and Function
— 1.49E-08-
Hematopoiesis 1 37E-03 PROK2, CXCL3, CAMP, IL1RL2, GDNF, HTR4, IL1RN, CCL20, PRDM1, IL6, CSF3
Lymphmd 1.49E-08- CXCL3, REG3G, CAMP, IL1RL2, GDNF, HTR4, IL1RN, Pzp, CCL20, PRDM1, IL6, CSF3
Tissue 1.37E-03




Structure and
Development

Tissue 1.49E-08- | AFAP1L1, PROK2, HTR4, GDNF, TRH, CCL20, IL6, CSF3, AREG, CXCL3, REG3G,
Development 1.37E-03 CAMP, IL1RL2, IL1RN, MMP8, S100A8, PRDM1
Imml.me. Cel 1.56E-08- PROK2, CXCL3, CAMP, GDNF, Retnlg, IL1RN, MMP8, CCL20, PRDM1, S100A8, IL6, CSF3
Trafficking 1.37E-03
Inflammatory 1.56E-08- | PROK2, GDNF, CCL20, IL6, CSF3, SERPINB2, AREG, CXCL3, CAMP, IL1RL2, IL1RN, MMPS8, Pzp, PRDM1,
Response 1.37E-03 | S100A8
Cellular 1.82E-08- | PROK2, GDNF, TRH, CCL20, IL6, CSF3, SERPINB2, AREG, CXCL3, CAMP, IL1RN, Retnlg, MMP8, PRDM1,
Movement 1.37E-03 | S100A8
Hematological | 2.09E-08- | . 3 GAMP, HTR4, GDNF, IL1RN, PRDMA, IL6, CSF3
Disease 1.37E-03
Immunological | 2.09E-08-
. CXCL3, CAMP, HTR4, IL1RN, MMP8, Pzp, CCL20, S100A8, PRDM1, IL6, CSF3, AREG
Disease 1.37E-03
Organismal
Iniury and 2.09E-08- | AFAP1L1, PROK2, HTR4, GDNF, TRH, CCL20, IL6, CSF3, SRXN1, SERPINB2, AREG,
Jury . 1.37E-03 CXCL3, CAMP, IL1RL2, IL1RN, MMP8, Pzp, PRDM1, S100A8, ARHGEF9
Abnormalities
Cell Death and | 2.46E-08- | PROK2, GDNF, TRH, IL6, CSF3, SRXN1, AREG, SERPINB2, CXCL3, REG3G, CAMP,
Survival 1.37E-03 IL1RN, MMP8, Pzp, PRDM1, S100A8, GSTA1
Cell-To-Cell 3. 64E-08
Signaling and 1.37E 03 CXCL3, CAMP, GDNF, TRH, IL1RN, CCL20, PRDM1, S100AS8, IL6, CSF3, AREG
Interaction '
Tissue 5.36E-08- | PROK?2, GDNF, HTR4, TRH, CCL20, IL6, CSF3, SERPINB2, CXCL3, CAMP, REG3G, IL1RL2, IL1RN, MMPS8,
Morphology 1.37E-03 | PRDM1, S100A8
Connective 6.66E-08- | .y CL3, REG3G, GDNF, HTR4, TRH, IL1RN, Pzp, S100A8, PRDM1, IL6, CSF3, AREG
Tissue 1.37E-03




Development
and Function

Skeletal and

Muscular 6.66E-08-

System 1 37E-03 CXCL3, HTR4, IL1RN, Pzp, S100A8, PRDM1, IL6, CSF3, AREG

Development

and Function

Orggnlsmal 7.64E-08- GDNF, HTR4, IL6, CSF3, SRXN1, AREG, CXCL3, CAMP, IL1RN, MMP8, Pzp, S100A8, GSTA1, PRDM1

Survival 4.98E-04

Ejrl:z:?orn and 8.11E-08- | PROK2, GDNF, HTR4, TRH, CCL20, IL6, CSF3, SRXN1, AREG, CXCL3, REG3G, CAMP, IL1RL2, IL1RN,
. 1.37E-03 | PRDM1, S100A8

Maintenance

Connective 3.66E-07-

Tissue 5 99E-04 CXCL3, CAMP, IL1RN, MMP8, CCL20, S100A8, PRDM1, IL6, CSF3, SERPINB2, AREG

Disorders

Inflammatory | 3.66E-07- 1 -4 coL20, IL6, CSF3, SERPINB2, AREG, CXCL3, CAMP, IL1RN, MMP8, Pzp, PRDM1, S100A8

Disease 1.37E-03

Skeletal and 3.66E-07-

Muscular 1 37E-03 GDNF, TRH, CCL20, IL6, CSF3, SERPINB2, AREG, CXCL3, CAMP, IL1RN, MMP8, GSTA1, S100A8, PRDM1

Disorders

Cardiovascular

System 5-13E-07- PROK2, HTR4, GDNF, IL6, CSF3, AREG, CXCL3, CAMP, IL1RN, MMP8, Pzp, PRDM1, S100A8

Development 1.11E-03

and Function




Dermatological

Diseases and :2;58;_ GDNF, CCL20, IL6, CSF3, AREG, SERPINB2, CXCL3, CAMP, IL1RL2, IL1RN, MMP8, PRDM1, S100A8
Conditions '
Organismal 1.22E-06- | AFAP1L1, PROK2, HTR4, GDNF, TRH, CCL20, IL6, CSF3, AREG, REG3G, CAMP, IL1RN, MMP8, PRDM1,
Development 1.37E-03 | S100A8
Cancer 125532- AFAP1L1, CXCL3, PROK2, ADCY2, GDNF, IL1RN, MMP8, S100A8, PRDM1, IL6, CSF3, SERPINB2, AREG
Tumor 1.62E-06-
CXCL3, GDNF, IL1RN, S100A8, IL6, CSF3, AREG

Morphology 1.05E-03 ’ ’ ’ S ’
Cardiovascular | 1.72E-06-
Disease 1 17E-03 GDNF, IL1RN, IL6, CSF3
Cellular
Assembly and 1.82E-06- | o R0OMS, CAMP, IL6, CSF3

o 1.37E-03
Organization
Nervous
System 4.44E-06-
Development 1 37E-03 CXCL3, GDNF, TRH, IL1RN, PRDM1, IL6, CSF3, AREG
and Function
Digestive
System 5.13E-06-
Development 1 37E-03 CXCL3, GDNF, IL1RN, Pzp, CCL20, PRDM1, IL6, CSF3, AREG
and Function
Hepatic System 5 13E-06
Development 1'37E 03 CXCL3, IL1RN, Pzp, CCL20, PRDM1, IL6, CSF3, AREG

and Function




Organ 5.13E-06-
HTRA4, IL1RL2, IL1RN, Pzp, PRDM, IL6, CSF3, ARE
Morphology 6.72E-04 ’ ’ » F2P, . IL6, CSF3, G
Drug 5.45E-06-
etabofism T are.0s | CAMP, GDNF, TRH, IL1RN, GSTA1, IL6, AREG
Small Molecule | 545E-06- | . ) 5 - A\ip. HTR4. GDNF, TRH, IL1RN, MMP8, ST100A8, GSTA1, IL6, CSF3, AREG
Biochemistry 1.37E-03
Embryonic 7.7TE-06-
AFAP1L1, REG3G, CAMP, GDNF, HTR4, TRH, IL1RN, MMP8, CCL20, PRDM1, IL6, CSF3, AREG

Development 1.37E-03

trointestinal | 1.09E-05-
Gastrointestinal | 1.09E-05- | - 5 GAMP, GDNF, HTR4, IL1RN, MMPS, Pzp, CCL20, PRDM1, S100A8, IL6, CSF3, AREG
Disease 1.37E-03

o 1.13E-05-
Cell Signaling | """ " | PROK2, CXCL3, ADCY2, CAMP, HTR4, GDNF, Guey2d, TRH, IL1RN, CCL20, S100A8, IL6
Molecul 1.13E-05-
olectiar S3E-05- | bR OK2, GDNF, HTR4, TRH, Gucy2d, CCL20, IL6, CSF3, CXCL3, CAMP, IL1RN, MMP8, GSTA1, S100A8

Transport 1.37E-03
Vitamin and 113E-05
Mineral 4 5oe0a | PROK2, CXCL3, CAMP, GDNF, Guey2d, TRH, CCL20, S100A8, GSTA1, IL6, AREG
Metabolism '
Infectious 1.238-05- | pE 3G, CAMP, HTR4, IL1RN, MMPS, S100A8, IL6, CSF3, AREG
Diseases 1.37E-03
Respiratory 1.23E-05-
AN s7e.0s | CXCL3, CAMP, IL1RN, MMPS, IL6, AREG
Hepatic System | 2.62E-05-
S " are.0s | CXCL3, IL1RN, Pzp, CCL20, PRDM1, IL6, CSF3, AREG
Organ 2.62E-05 1 -h\F. HTR4, TRH, CCL20, IL6, CSF3, AREG, CXCL3, REG3G, CAMP, IL1RN, Pzp, PRDMH
Development 1.37E-03




Carbohydrate 2.72E-05-
Metabolism 9.64E-04 CXCL3, ADCY2, CAMP, IL1RN, TRH, IL6, CSF3
Cellular 2.12B:05- | 013, CAMP, GDNF, IL1RN, GSTAT, IL6, AREG
Compromise 1.37E-03
Lipid _ 2.72E-05- CXCL3, CAMP, GDNF, IL1RN, TRH, MMP8, S100A8, GSTAA1, IL6, CSF3, AREG
Metabolism 1.17E-03
Hair and Skin 3.75E-05-
Development CAMP, REG3G, TRH, MMP8, Pzp, PRDM1, IL6, AREG

. 1.37E-03
and Function
Free Radical 4.63E-05-

CXCL3, CAMP, CSF3
Scavenging 4.63E-05 ’ ’
Cell 4.65E-05-
CAMP, GDNF, TRH, IL1RN, Pzp, PRDM1, IL6, CSF3, SRXN1, AREG
Morphology 1.37E-03 ’ ’ ’ TR T ’ ’
Developmental | 5.06E-05-
Disorder 1 37E-03 HTR4, IL1RN, MMPS8, IL6, ARHGEF9
Hereditary 5.06E-05-
Disorder 1 37E-03 IL1RN, MMPS8, IL6, ARHGEF9
Metabolic 5.06E-05-
Disease 1 37E-03 REG3G, TRH, IL1RN, MMP8, IL6
Humoral
6.5E-05-

Immune 5 79E-04 PRDM1, IL6, CSF3
Response
Nutritional 6.74E-05-
Disease 7 18E-05 CXCL3, GDNF, HTR4, IL1RN, IL6, AREG
Organismal 7.18E-05-
Eunctions 1 37E-03 CAMP, IL1RL2, IL6, CSF3




Psychological

7.18E-05-

HTR4, GDNF, IL1RN, IL6

Disorders 8.78E-04
DNA
Replication, 7.64E-05-
Recombination, | 2.52E-04 ADCY2, GDNF, IL1RN, IL6, CSF3, AREG
and Repair
8.12E-05-

Cell Cycle 1 37E-03 IL6, CSF3
Gene 8.12E-05-
Expression 8.12E-05 IL6, CSF3
Endocrine
System 1.09E-04-
Development | 1.37E-03 ILTRN, TRH, GSTA1, IL6, AREG
and Function
Amino Acid 1.17E-04-
Metabolism 1.05E-03 GDNF, IL1RN, TRH, IL6, CSF3, AREG
Post- 1.17E-04-
Translational SHROOMS3, GDNF, IL6, CSF3, AREG

o 1.37E-03
Modification
neurological | 1:5452% | cxcLs, PROK2, GDNF, ILRN, MMP8, PRDM1, L6, CSF3, ARHGEFS
Disease 1.37E-03
Cell-mediated 1 85E-04-
Immune 1.37E-03 CXCL3, IL1RN, CCL20, PRDMH1, IL6, CSF3

Response




Reproductive

2.03E-04-
S}/stem 2 03E-04 PRDM1, IL6, CSF3, AREG
Disease
Nucleic Acid 2.42E-04-
Metabolism 8.78E-04 CXCL3, ADCY2, HTR4, GDNF, TRH, IL6, AREG
. 3.89E-04-
Behavior 3.89E-04 HTR4, IL1RN, I1L6, ARHGEF9
Ophthalmic 6.3E-04-
Disease 1 37E-03 CXCL3, CCL20, S100AS8, IL6, CSF3, AREG
Visual System
Development 6.72E-04- IL6, AREG
. 6.72E-04
and Function
Renal and
Urological
8.24E-04-
System 8.24E-04 CAMP, GDNF
Development
and Function
Hypersensitivity | 1.05E-03-
IL1RN, CSF3
Response 1.05E-03 ’
En:toe(;wnne 137803 6
y 1.37E-03
Disorders
Renal and
. 1.37E-03-
Urological 1.37E-03 GDNF

Disease




6 hours

Category P value Molecules

Hematological

System 2.58E-13- | CYP1A1, IL1A, SELL, MMP3, GDNF, CCL20, Pirb, IL6, CSF3, SERPINB2,

Development 4.88E-04 | CXCL3, PAK1, REG3G, CAMP, IL1RN, MMP8, CLEC4D, PRDM1, S100A8, MMP12, Kng1/Kng2

and Function

Inflammatory 2 58E-13- CYP1A1, IL1A, SELL, MMP3, GDNF, CCL20, IL6, CSF3, UGT1A1, S

Response 4.13E-04 ERPINB2, AREG, CXCL3, PAK1, CAMP, IL1RL2, IL1RN, MMP8, CLEC4D, PRDM1, S100A8,
MMP12, EREG

Tissue 2 58E-13- IL1A, SELL, CYP1A1, GDNF, MMP3, TRH, CCL20, IL6, CSF3, AREG,

Morphology 3.47E-04 SERPINB2, CXCL3, PAK1, CAMP, REG3G, IL1RL2, IL1RN, MMP8, CLEC4D, S100A8, PRDM1,
MMP12, EREG

Organismal SELL, IL1A, CYP24A1, GDNF, MMP3, TRH, CCL20, XIRP2, IL6, HGD,

Injury and 6.47E-13- | Nppb, SERPINB2, CXCL3, PAK1, IL1RL2, UGT2A1, MMP8, CLEC4D,

Abnormalities 4.67E-04 | S100A8, PRDM1, GCLM, MMP12, CYP1A1, UCN2, Pirb, CSF3, SRXNT1,
UGT1A1, AREG, CAMP, REG3G, IL1RN, TMEM212, EREG

Hematological | 9.95E-12- 1 o\ ) 5 pAK1, SELL, IL1A, CYP1A1, GDNF, IL1RN, PRDM1, IL6, CSF3, UGT1A1, SERPINB2

Disease 3.11E-04

Immunological | 9.95E-12- | CYP1A1, IL1A, SELL, MMP3, CCL20, IL6, CSF3, UGT1A1, AREG, CXCL3, CAMP, |

Disease 1.84E-04 | L1RN, MMP8, CLEC4D, TMEM212, PRDM1, S100A8

Cardiovascular

System 2.07E-11- | SELL, IL1A, UCN2, GDNF, MMP3, IL6, CSF3, Nppb, AREG, CXCL3, PAK1, CAMP,

Development 3.4E-04 IL1RN, MMP8, S100A8, PRDM1, GCLM, MMP12, EREG, Kng1/Kng2

and Function




CYP1A1, SELL, IL1A, UCN2, GDNF, MMP3, TRH, CCL20, XIRPZ2, IL6, CSF3, Nppb,

ggae:‘;”;ae'm 421(1)471;1 AREG, CXCL3, PAK1, REG3G, CAMP, IL1RN, MMP8, CLEC4D, S100A8, PRDM1, GCLM,
MMP12, EREG, Kng1/Kng2

Cellular 4.58E-11- | CYP1AT, IL1A, SELL, GDNF, MMP3, TRH, CCL20, IL6, CSF3, SERPINB2, AREG,

Movement 4.67E-04 | CXCL3, PAK1, CAMP, IL1RN, MMP8, PRDM1, S100A8, MMP12, EREG

Immune Cell | 4.58E-11- | CYP1AT, IL1A, SELL, GDNF, MMP3, CCL20, IL6, CSF3, CXCL3, PAK1, CAMP, IL1RN, MMPS,

Trafficking 4.18E-04 | PRDM1, S100A8, MMP12

Bies,rerZifsl,O:r:Zal 9.27E-11- | CYP1A1, IL1A, SELL, MMP3, CCL20, IL6, CSF3, SERPINB2, AREG, CXCL3, CAMP,

> 4.67E-04 | IL1RL2, IL1RN, MMP8, S100A8, PRDM1, MMP12, EREG

Conditions

Inflammatory | 9.27E-11- | CYP1A1, SELL, IL1A, MMP3, CCL20, IL6, CSF3, UGT1A1, SERPINB2, AREG, CXCL3,

Disease 2.37E-04 | CAMP, IL1RN, MMP8, CLEC4D, PRDM1, S100A8, MMP12, EREG

gg;;?ngz'r'] 4 | 1-15E-10- | CYP1A1, IL1A, SELL, MMP3, GDNF, UCN2, TRH, CCL20, Pirb, IL6, CSF3, AREG,

e 4.88E-04 | SERPINB2, CXCL3, PAK1, CAMP, IL1RL2, IL1RN, PRDM1, S100A8, Stra6l, EREG

Collular oE-06. | SELL, ILTA, CYP1A1, CYP24A1, MMP3, GDNF, TRH, CCL20, Pirb, IL6, CSF3, Nppb,

bevelopment | 4 14204 | SERPINB2 AREG, CXCL3, PAK1, REG3G, CAP, IL1RN, MMP8, CLECAD, S100A8, PROM1,
MMP12, EREG, Kng1/Kng2

Cellular Growth | | CYP1AT, IL1A, SELL, GDNF, MMP3, TRH, CCL20, Pirb, IL6, CSF3, Nppb, AREG,

and A ese.04 | SERPINB2, CXCL3, PAK1, REG3G, CAMP, IL1RN, MMP8, CLEC4D, S100A8, PRDM1, MMP12,

Proliferation EREG, Kng1/Kng2

Connective

Tissue 1.2E-09- | SELL, IL1A, CYP1A1, CYP24A1, GDNF, MMP3, TRH, IL6, CSF3, AREG, CXCL3,

Development | 4.56E-04 | PAK1, REG3G, IL1RN, PRDM1, S100A8, EREG, Kng1/Kng2

and Function




Hematopoiesis

1.2E-09-

CXCL3, SELL, IL1A, CAMP, IL1RN, CCL20, PRDM1, IL6, CSF3

4 67E-04
Lymphoid
Tissue 1.2E-09- | SELL, IL1A, CYP1A1, MMP3, GDNF, CCL20, Pirb, IL6, CSF3, SERPINB2, CXCL3,
Structure and 3.72E-04 | CAMP, REG3G, IL1RN, CLEC4D, PRDM1, Kng1/Kng2
Development
Skeletal and
Muscular
Systom 1.2E-09- | CYP1A1, IL1A, MMP3, IL6, CSF3, Nppb, AREG, CXCL3, PAK1, IL1RN, MMP8, PRDM,
4.56E-04 | S100A8, EREG

Development
and Function
Tissue 1.2E-09- | SELL, CYP1AT, IL1A, CYP24A1, MMP3, GDNF, TRH, CCL20, IL6, CSF3, Nppb, AREG,
Development | 4.14E-04 | CXCL3, PAK1, REG3G, CAMP, IL1RN, MMP8, S100A8, PRDM1, MMP12, EREG, Kng1/Kng2
_IC_izr;Eictlve 5.56E-09- | IL1A, SELL, MMP3, CCL20, IL6, CSF3, SERPINB2, AREG, CXCL3, PAK1, CAMP,

. 25E-04 | ILIRN, MMP8, CLEC4D, PRDM1, S100A8, MMP12
Disorders
;ﬁiﬂf”d 5.56E-09- | SELL, IL1A, GDNF, MMP3, TRH, CCL20, IL6, CSF3, SERPINB2, AREG, CXCL3,

. 2.37E-04 | CAMP, IL1RN, MMP8, CLECAD, PRDM1, S100A8, MMP12
Disorders
Lipid 6.25E-09- | IL1A, CYP1A1, CYP24A1, MMP3, GDNF, UCN2, TRH, IL6, CSF3, UGT1A1, Nppb,
Metabolism 4.67E-04 | AREG, CXCL3, CAMP, UGT2A1, IL1RN, MMP8, S100A8, MMP12, Stra6l, EREG
Small Molecule | 6.25E-09- | CYP1AT, IL1A, CYP24A1, MMP3, GDNF, UCN2, TRH, IL6, CSF3, UGT1A1, Nppb,
Biochemistry | 4.72E-04 | AREG, CXCL3, CAMP, UGT2A1, IL1RN, MMP8, S100A8, MMP12, Stra6l, EREG
Endocrine 2.12E-08-
Systom ©67E.0a | CYP1AT, IL1A, UGT2AT, UCN2, ILIRN, TRH, IL6, UGT1AT, Nppb, AREG




Development
and Function

Infectious 3.01E-08- | IL1A, CYP1A1, SELL, MMP3, CCL20, IL6, CSF3, UGT1A1, AREG, CXCL3, PAK1,
Diseases 3.03E-04 | CAMP, REG3G, IL1RN, MMP8, CLECA4D, S100A8, MMP12
\I\;'It:er?; and | 4 76E-08- | IL1A, CYP1A1, SELL, CYP24A1, GDNF, UCN2, TRH, CCL20, IL6, UGT1A1, Nppb, AREG,
. 4.67E-04 | CXCL3, PAK1, CAMP, S100A8
Metabolism
s 83E.05. | -1A SELL, CYP24A1, MMP3, GDNF, CCL20, XIRP2, IL6, HGD, SERPINB2, CXCL3,
Cancer s 7aE.04 | PAK1, UGT2A1, MMP8, CLECAD, S100A8, PROMT, MMP12, CYP1A1, Pirb, CSF3,
UGT1A1, AREG, CAMP, REG3G, IL1RN, TMEM212, EREG
Tumor 6.83E-08-
Morhology | 77405 | CXCL3: IL1A, MMP3, GDNF, IL1RN, S100A8, IL6, CSF3, AREG
Cell Death and | 7.4E-08- | IL1A, SELL, UCN2, GDNF, MMP3, TRH, IL6, CSF3, Nppb, SRXN1, AREG, SERPINB2,
Survival 3.67E-04 | CXCL3, PAK1, REG3G, CAMP, IL1RN, MMP8, S100A8, PRDM1, GCLM, MMP12, EREG
Cardiovascular | 7.4E-08- | IL1A, SELL, UCN2, GDNF, MMP3, IL6, CSF3, IL1RN, MMP8, S100A8, GCLM, MMP12,
Disease 1.82E-04 | Kng1/Kng2
Organismal 8E-08-
. PAKA1, SELL, IL1RL2, MMP3, IL1RN, IL6, CSF3, EREG, SERPINB2
Functions 1.36E-04
Organismal 9.44E-08- | CYP1A1, IL1A, CYP24A1, GDNF, IL6, CSF3, UGT1A1, SRXN1, AREG, CXCL3, CAMP,
Survival 1.18E-04 | ILIRN, MMP8, CLEC4D, PRDM1, S100A8, GCLM, MMP12, EREG
Sj::gli:n g | 1/55E-07- | SELL, IL1A, MMP3, UCN2, GDNF, TRH, CCL20, Pirb, IL6, CSF3, SRXN1, CXCL3,
_ 3.72E-04 | PAK1, REG3G, CAMP, IL1RL2, IL1RN, PRDM1, S100A8, MMP12, Kng1/Kng2
Maintenance
1.99E-07- | IL1A, SELL, UCN2, GDNF, TRH, CCL20, IL6, Nppb, CXCL3, PAK1, CAMP, IL1RN, S100A8,

Cell Signaling

4.42E-04

EREG




Molecular 1.99E-07- | CYP1A1, IL1A, SELL, CYP24A1, MMP3, GDNF, UCN2, TRH, CCL20, IL6, CSF3,
Transport 4.42E-04 | UGT1A1, Nppb, CXCL3, PAK1, CAMP, IL1RN, MMP8, S100A8, MMP12, Stra6l
Developmental | 2.48E-07-
Disorder 7 74E-05 IL1A, MMP3, IL1RN, MMPS8, IL6
Hereditary 2.48E-07-
Disorder 2 88E-04 IL1A, IL1RN, MMPS8, IL6
Metabolic 2.48E-07-
Disease 2 76E-04 IL1A, REG3G, TRH, IL1RN, MMPS8, IL6
Drug 2.99E-07-
Metabolism 3.29E-04 IL1A, CAMP, UGT2A1, UCN2, TRH, IL1RN, IL6, UGT1A1, EREG, Nppb, AREG
Nutritional 9.27E-07- | 013, CYP1A1, GDNF, UCN2, IL1RN, IL6, EREG, AREG
Disease 1.36E-04
Gastrointestinal | 1.16E-06- | IL1A, CCL20, IL6, CSF3, UGT1A1, AREG, CXCL3, CAMP, IL1RN, MMP8, PRDM1, S100A8,
Disease 2.69E-04 | MMP12, EREG
Hair and Skin 1 A7TE-06
Development 2'74E 04 SELL, PAK1, IL1A, CAMP, REG3G, TRH, PRDM1, IL6, EREG, SERPINB2, AREG
and Function '
Organ 1.47E-06- | IL1A, GDNF, TRH, CCL20, IL6, CSF3, UGT1A1, Nppb, AREG, CXCL3, PAK1, CAMP, REG3G,
Development 4 88E-04 | IL1RN, MMP8, PRDM1, EREG
Reproductive 1 51E-06-
System IL1A, CYP1A1, PRDM1, IL6, CSF3, AREG

’ 2.52E-05
Disease
Protein . 1.81E-06- CYP1A1, SELL, UCN2, MMP3, IL1RN, TRH, MMP8, CLEC4D, IL6, GCLM, SRXN1
Synthesis 2.77E-05

2.04E-06-

Cell Cycle IL1A, PAK1, CYP1A1, UCN2, IL1RN, TRH, PRDMH1, IL6, CSF3, EREG, AREG

4.67E-04




Gene . 2.04E-06- IL1A, PAK1, CYP1A1, UCN2, IL1RN, TRH, PRDM1, IL6, CSF3

Expression 1.82E-04

Respiratory 2.22E-06- | SELL, IL1A, CYP1A1, CYP24A1, MMP3, XIRP2, HGD, IL6, UGT1A1, AREG,
Disease 3.06E-04 | CXCL3, PAK1, REG3G, CAMP, IL1RN, MMP8, CLEC4D, TMEM212, MMP12
Nervous

System 2.49E-08- CXCL3, PAK1, IL1A, GDNF, MMP3, TRH, IL1RN, PRDM1, IL6, CSF3, AREG
Development 3.47E-04

and Function

Cellular

Assembly and 2:2%26' IL1A, PAK1, CAMP, GDNF, IL6, CSF3

Organization )

Cell 2.86E-06-

Morphology 379E.04 | PAKT, IL1A, CAMP, GDNF, MMP3, IL1RN, IL6, MMP12, CSF3, AREG
Hepatic System | 3.34E-06- | v~ 3 || 1A, IL1RN. CCL20, PRDM1, IL6, CSF3, UGT1A1, AREG
Disease 2.1E-04

Cellular . 5-87E-06- PAK1, IL1A, CAMP, GDNF, IL1RN, IL6, GCLM, AREG

Compromise 4.16E-05

Ophthalmic 8.34E-06-

Disease 5 44E.05 | CXCL3. IL1A, MMP8, CCL20, IL6

Neurological | 8.638-06- 1|\ 'SELL MMP3, GDNF, IL6, CSF3, CXCL3, PAK1, IL1RN, MMP8, CLECA4D, PRDM1, GCLM
Disease 3.47E-04

Digestive

System 1.21E-05- CXCL3, IL1A, UCN2, TRH, IL1RN, CCL20, PRDM1, IL6, CSF3, UGT1A1, AREG
Development 4.89E-04

and Function




Hepatic System

Development 12;582_ CXCL3, IL1A, IL1RN, CCL20, PRDM1, IL6, CSF3, UGT1A1, AREG
and Function '
Organ 1.21E-05-
IL1A, IL1RL2, GDNF, IL1RN, PRDM1, IL F3, EREG, ARE
Morphology 3.47E-04 ’ G ’ ’ . IL6, CSF3, G, G
Embryonic 1.46E-05- | SELL, IL1A, GDNF, MMP3, TRH, CCL20, XIRP2, IL6, CSF3, AREG, CXCL3, PAK1,
Development 4.14E-04 | CAMP, REG3G, IL1RN, MMP8, PRDM1, MMP12, EREG
Visual System
Development 1.67E-05- IL1A, MMP3
. 1.67E-05
and Function
Renal and
Urological 1 94E-05-
System PAK1, CAMP, GDNF, CCL20, EREG, AREG
2.63E-04
Development
and Function
Post-
Translational | >/ /E70% GDNF, MMP3, MMP8, IL6, CSF3, AREG
e 2.68E-04
Modification
Protein 2.77E-05-
Degradation 2.77E-05 MMP3, MMP8
DNA
Replication, 2.8E-05-
Recombination. | 4.72E-04 IL1A, GDNF, IL1RN, IL6, CSF3, EREG, AREG
and Repair
Hypersensitivity | 2.81E-05-
SELL, IL1RN, CSF3
Response 2.81E-05 ’ ’




Cell-mediated

Immune 2;2582_ CXCL3, IL1A, IL1RN, CCL20, PRDM1, IL6, CSF3
Response ’
Carbohydrate 4.16E-05-
Metabolism 4.04E-04 IL1A, CAMP, UCN2, IL1RN, IL6, MMP12, CSF3, UGT1A1
Nucleic Acid 5.6E-05-
Metabolism 4.72E-04 CXCL3, IL1A, GDNF, TRH, IL6, Nppb, AREG
Auditory 7.74E-05-
Disease 7.74E-05 CAMP, MMP3
Free Radical 8.76E-05-
CXCL3, CYP1A1, CAMP, IL6, CSF3
Scavenging 4.88E-04 ’ ’ S
Humoral
9.94E-05-

Immune 9 94E-05 PRDM1, IL6
Response

. 1.04E-04-
Behavior 4 89E-04 PAK1, IL1A, GDNF, UCN2, IL1RN, TRH, IL6
Reproductive
System 1.22E-04-
Development 4 88E-04 IL1A, GDNF, PRDM1, IL6, EREG, AREG
and Function
Psychological 1.36E-04-
Disorders 1.36E-04 UCN2, ILTRN, 1L6
Antimicrobial 2.42E-04-
Response 2 49E-04 CAMP, CLECA4D, S100A8, IL6
Amino Acid 2.68E-04-
Metabolism 2.68E-04 GDNF, IL6, CSF3, AREG




Renal and
. 2. 68E-04-
Urological S esE.04 | CYP1AT, GDNF, IL6, CSF3
Disease
9 hours
Category P value | Molecules
ge;'::rts'og'ca' 54014 PROK2, SELL. IL1A, MMP3. GDNF, TRH, CCL20, IL6, SERPINB2, GLRB, CXCL3,
D’évelo VNV Doy MMPS, CLECA4D, S100A8, PRDM1, MMP12, ACTC1, Kng1/Kng2, CYP1A1, UCN2,
pm ' Pirb, CSF3, LPAR3, Ccl9. REG3G, CAMP, IL1RN, PTH, VGF

and Function

PROK2, CYP1A1, SELL. IL1A, GDNF, MMP3, CCL20, IL6, CSF3. Ccl9, SERPINB2,
Inflammatory 3.49E-14-

AREG, GLRB, CXCL3, CAMP, IL1RL2, IL1RN, MMP8, CLEC4D, PRDM1, S100A8, PTH, MMP12,
Response 6.12E-04

EREG
esue © 4014 PROK2, SELL, IL1A, GDNF, MMP3, TRH, CCL20, IL6, Nppb, SERPINB2, CXCL3,
ool 704 IL1RL2, MMP8, CLECAD, PRDM1, S100A8, MMP12, ACTC1, CYP1A1, UCN2,

phology ' CSF3, AREG, Ccl9, REG3G, CAMP, IL1RN, PTH, VGF, EREG
Orcamismal PROK2, SELL, IL1A, CYP24A1, GDNF, MMP3, TRH, CCL20, XIRP2, IL6, Nppb,
In'gr ;nd 1.18E-11- | TMEM163, SERPINB2, GLRB, CXCL3, SHROOMS3, HAL, IL1RL2, MMP8, CAPN13,
At’)‘:]g'rmal_t_es 6.15E-04 CLEC4D, PRDM1, S100A8, GCLM, MMP12, ACTC1, CYP1A1, UCN2, Pirb, CSF3,
" SRXN1, LDB2, AREG, Ccl9, REG3G, CAMP, PYGM, IL1RN, SAAL1, TMEM212, PTH, VGF, EREG
Collular . PROK2, SELL. IL1A, MMP3. GDNF, TRH, CCL20, IL6, SERPINB2, GLRB,
o ‘;ment vy CXCL3, MMP8, S100A8, PRDM1, MMP12, ACTC1, CYP1A1, CSF3, LPAR3,
v ' AREG, Ccl9, LDB2, CAMP, IL1RN, PTH, VGF, EREG




Cell-To-Cell

Signalingang | S3E-11- | CYP1AT, IL1A, SELL, GDNF, UCN2, TRH, CCL20, IL6, CSF3, LPARS, AREG,
. 6.76E-04 | Ccl9, CXCL3, CAMP, IL1RN, PRDM1, S100A8, PTH, VGF, EREG
Interaction
Hematological | 8.95E-11- | oy ) 3 SELL. IL1A, CYP24A1, GDNF, IL1RN, PRDMA, IL6, PTH, CSF3
Disease 1.25E-04
Immunological | 5.95E-11- | IL1A, SELL, MMP3, CCL20, IL6, CSF3, AREG, Ccl9, CXCL3, CAMP, HAL
Disease 576E-04 |, IL1RN, MMP8, CLEC4D, TMEM212, S100A8, PRDM1, PTH
Immune Cell | 6.07E-11- | PROK2, CYP1A1, IL1A, SELL, MMP3, GDNF, CCL20, IL6, CSF3, LPAR3,
Trafficking 6.76E-04 | Ccl9, GLRB, CXCL3, CAMP, IL1RN, MMP8, PRDM1, S100A8, MMP12
gj;?;:’as"“'ar p15E10. | PROK2, SELL, IL1A, UCN2, GDNF, MMP3, TRH, IL6, CSF3, Nppb,
bevelopment | 6.255.04 | AREG, CXCL3, CAMP, IL1RN, MMP8, PROM1, $100A8, GCLM,
. PTH, MMP12, VGF, EREG, ACTC1, Kng1/Kng2
and Function
Organismal 5 15E10. | PROK2, SELL, IL1A, MMP3, GDNF, TRH, CCL20, XIRP2, IL6, Nppb,
Devolopment | 6.31E.04 | CXCL3, MMP8, CLEC4D, PRDM1, 10048, GCLM, MMP12, ACTC,
Kng1/Kng2, CYP1A1, UCN2, CSF3, LDB2, AREG, REG3G, CAMP, IL1RN, PTH, VGF, EREG
Dermatological |, ..~ | CYP1AT, IL1A, SELL, GDNF, MMP3, CCL20, IL6, CSF3, LDB?,
Diseasesand |~~~ | SERPINB2, AREG, CXCL3, HAL, CAMP, ILTRL2, ILRN, MMPS,
Conditions S100A8, PRDM1, PTH, VGF, MMP12, EREG
nflammatory | 2.06£.00. | CP1AT, SELL, IL1A, MMP3, CCL20, IL6, CSF3, LDB2, Cel,
Do  oor.0s | SERPINB2, AREG, GLRB, CXCL3, CAMP, IL1RN, MMP8, CLECAD,
PRDM1, S100A8, PTH, MMP12, EREG
PROK2, SELL, IL1A, CYP24A1, GDNF, MMP3, TRH, CCL20, IL6, Nppb,
Cellular 3.96E-09- | SERPINB2, CXCL3, MMP8, CAPN13, CLEC4D, PRDM1, S100A8,
Development | 6.31E-04 | MMP12, Kng1/Kng2, CYP1A1, Pirb, CSF3, LPAR3, AREG, Ccl9, PYGM, CAMP, REG3G, IL1RN,

PTH, VGF, EREG




Cellular Growth

PROK2, SELL, IL1A, GDNF, MMP3, TRH, CCL20, IL6, Nppb,

and 3.96E-09- SERPINB2, CXCL3, MMP8, CAPN13, CLEC4D, PRDM1, S100A8,
. ) 6.76E-04 MMP12, Kng1/Kng2, CYP1A1, Pirb, CSF3, LPAR3, AREG, PYGM, CAMP, REG3G, IL1RN, PTH,
Proliferation
VGF, EREG
Connective
Tissue 3.96E-09- SELL, CYP1A1, IL1A, CYP24A1, GDNF, MMP3, TRH, IL6,
Development 6.76E-04 CSF3, AREG, Ccl9, CXCL3, REG3G, IL1RN, PRDM1, S100A8, PTH, VGF, EREG, Kng1/Kng2
and Function
Skeletal and
'\S/';:t‘::]ar 3.96E-09- | CYP1A1, IL1A, GDNF, MMP3, UCN2, IL6, CSF3, Nppb, AREG,
6.02E-04 Ccl9, CXCL3, IL1RN, MMP8, PRDM1, S100A8, PTH, ACTC1, EREG
Development
and Function
Tissue 3.96E-00- PROK2, IL1A, SELL, CYP24A1, GDNF, MMP3, TRH, CCL20, IL6, Nppb,
Development 6.31E-04 CXCL3, MMP8, PRDM1, S100A8, MMP12, Kng1/Kng2, CYP1A1, CSF3,
LDB2, AREG, Ccl9, CAMP, REG3G, IL1RN, PTH, VGF, EREG
Hematopoiesis 2(1)2582- PROK2, CXCL3, SELL, IL1A, CAMP, IL1RN, CCL20, PRDM1, IL6, PTH, CSF3
Lymphoid
Tissue 4.19E-09- IL1A, SELL, CYP1A1, MMP3, GDNF, CCL20, Pirb, IL6, CSF3,
Structure and 6.02E-04 SERPINB2, CXCL3, CAMP, REG3G, IL1RN, CLEC4D, PRDM1, Kng1/Kng2
Development
Endocrine
System 4.89E-09-
Divelopment 5.30E-04 CYP1A1, IL1A, UCN2, IL1RN, TRH, GSTA1, IL6, VGF, Nppb, AREG

and Function




CYP1A1, IL1A, CYP24A1, MMP3, GDNF, UCNZ2, TRH, IL6, CSF3,

Il Molecule | 4.89E-09-
:i”;shem?;(’“ © . 325 gj LPAR3, Nppb, AREG, CXCL3, HAL, CAMP, IL1RN, MMP8, S100A8,
Y ' GSTA1, GCLM, PTH, MMP12, VGF, EREG
?_Zzn:d've 6.48E-09- | IL1A, SELL, MMP3, CCL20, IL6, CSF3, SERPINB2, AREG, Ccl9, CXCL3,
st 5.99E-04 CAMP, IL1RN, MMP8, CLECAD, PRDM1, S100A8, PTH, MMP12
Disorders
I\Sﬂzes'sj‘;fnd 6.48E-09- | SELL, IL1A, GDNF, MMP3, TRH, CCL20. IL6, CSF3, SERPINB2, AREG
oo 5.99E-04 | Ccl9, CXCL3, CAMP, IL1RN, MMP8, CLEC4D, GSTA1, PRDM1, S100A8, PTH, MMP12, ACTC1
Lipid 1.31E-08- | CYP1AT, IL1A, CYP24A1, MMP3, UCN2, TRH, IL6, CSF3, LPAR3, Nppb,
Metabolism 5.63E-04 AREG, CXCL3, CAMP, IL1RN, MMP8, S100A8, GSTA1, PTH, MMP12, VGF, EREG
olecular 108 PROK2, IL1A, CYP1A1, SELL, CYP24A1, MMP3, GDNF, UCN2,
S & 1oE.08 TRH, CCL20, IL6, CSF3, LPAR3, Nppb, Ccl9, CXCL3, CAMP
P ' _IL1RN, MMP8, GSTA1, S100A8, PTH, MMP12, VGF
\I\;'It:;‘:; and 1.82E-08- | PROK2, SELL, IL1A, CYP1A1, CYP24A1, GDNF, UCN2, TRH,
. 5.63E-04 CCL20, IL6, LPAR3, Nppb, Ccl9, AREG, CXCL3, CAMP, S100A8, GSTA1, PTH, VGF, Kng1/Kng2
Cellular £ 3203 PROK2, SELL. IL1A, GDNF, TRH, CCL20, IL6, GLRB, CXCL3,
Functionand | 7 IL1RL2, S100A8, PRDM1, MMP12, Kng1/Kng2, UCN2, Pirb, CSF3,
Maintenance ' LPAR3, SRXN1, REG3G, CAMP, PYGM, IL1RN, PTH, VGF
Drug 4.67E-08-
Metbolism - aoE08 IL1A, CAMP, UCN2, TRH, IL1RN, GSTA1, PTH, IL6, VGF, EREG, Nppb, AREG
PROK2, SELL, IL1A, GDNF, MMP3, TRH, IL6, Nppb, SERPINB2,
Cell Deathand | 7.09B-08- | o 3 '\ 1\iP8. GSTA1, PROM1, S100A8, GCLM, MMP12, ACTC1, UCN2,
Survival 6.15E-04

CSF3, SRXN1, Ccl9, AREG, REG3G, CAMP, IL1RN, PTH, VGF, EREG




Developmental

1.18E-07-

IL1A, PYGM, MMP3, IL1RN, MMP8, PTH, IL6

Disorder 2.79E-04
Hereditary 1.18E-07-
e 4 6oE04 IL1A, PYGM, IL1RN, MMP8, PTH, IL6
Metabolic 1.18E-07-
s 5 63E. 04 IL1A, REG3G, PYGM, TRH, IL1RN, MMPS8, PTH. IL6
Respiratory 1.18E-07- | ) RB. CXCL3, IL1A, SELL, CAMP. IL1RN, MMP8, CLECAD. PTH, IL6, MMP12, AREG
Disease 2.86E-04
_ IL1A, CYP1A1, CYP24A1, GDNF, IL6. CSF3, SRXN1, AREG, CXCL3
Organismal 2.27E-07-
_ _ CAMP, IL1RN, MMP8, CLEC4D, GSTA1, PRDM1, S100A8, PTH, GCLM. VGF, MMP12, EREG,
Survival 8.47E-05
ACTC1
PROK2, SELL, IL1A, GDNF, MMP3, CCL20. XIRP2, IL6, SERPINB2,
Cancer 2.35E-07- | GLRB, CXCL3, SHROOMS3, HAL, MMP8, CAPN13. CLEC4D, PRDMA,
6.02E-04 S100A8, MMP12, ACTC1, CYP1A1, Pirb, CSF3, Ccl9, LDB2, AREG, CAMP,
PYGM, REG3G, IL1RN, SAAL1, TMEM212, PTH, VGF, EREG
Tumor 2.35E-07-
Morshology ety CXCL3, IL1A, MMP3, GDNF, IL1RN, S100A8, IL6, CSF3, AREG
Cardiovascular | 2.55E-07- | IL1A, SELL, UCN2, GDNF, MMP3. IL6, CSF3, TMEM163, IL1RN,
Disease 5.13E-04 MMPS, S100A8, GCLM, MMP12, Kng1/Kng2
Infectious 277E07- | k) | REG3G, CAMP, MMP3, IL1RN, MMP8, CLEC4D, IL6, MMP12, CSF3, AREG
Diseases 4.04E-04
Organismal 4.48E-07- | o£| | IL1RL2, MMP3, IL1RN, PTH, IL6, CSF3, EREG, SERPINB2
Functions 2.77E-04
Gastrointestinal | 4.63E-07- | IL1A, CCL20, IL6, CSF3. Ccl9, AREG, LDB2, GLRB, CXCL3, CAMP
Disease 4.76E-04 _IL1RN, MMP8, S100A8, MMP12, ACTC1, EREG




Cell Signaling

1.58E-06-

PROK2, IL1A, SELL, GDNF, UCN2, TRH, CCL20, IL6, LPAR3, Nppb,

6.76E-04 Ccl9, CXCL3, CAMP, S100A8, PTH, VGF, EREG, Kng1/Kng2
Protein . 1.82E-06- CYP1A1, SELL, UCN2, MMP3, TRH, IL1RN, MMP8, CLEC4D, IL6, GCLM, VGF, SRXN1
Synthesis 3.47E-04
Hair and Skin 3.67E-06
Development 8' 09E-06 IL1A, CAMP, REG3G, TRH, PRDM1, PTH, IL6, EREG, LDB2, AREG
and Function '
Organ 3.67E-06- IL1A, GDNF, TRH, IL6, CSF3, Nppb, LDB2, AREG, CAMP,
Development | 6.02E-04 REG3G, IL1RN, MMP8, PRDM1, PTH, EREG
Cellular
Assembly and 4.52E-06- IL1A, CAMP, GDNF, IL6, VGF, CSF3
o 6.31E-04
Organization
Nutritional 5E-06-
Disease > 77504 CXCL3, CYP1A1, GDNF, UCN2, IL1RN, IL6, EREG, AREG
Nervous
System 5.1E-06- CXCL3, IL1A, CYP1A1, GDNF, TRH, IL1RN, PRDM1, PTH. IL6, CSF3, VGF, AREG
Development 6.31E-04
and Function
Reproductive
System 6.44E-06- IL1A, CYP1A1, PRDM1, IL6, CSF3, AREG
: 8.2E-05
Disease
Ophthalmic 6.57E-06-
Disease 1 35E.05 CXCL3, IL1A, MMPS8, CCL20, IL6, Ccl9
Embrvonic 8 09E.06 PROK2, IL1A, SELL, GDNF, MMP3, TRH, CCL20, XIRP2, IL6,
Y ' CSF3, LDB2, AREG, CXCL3, REG3G, CAMP, IL1RN, MMPS,
Development 6.31E-04

PRDM1, PTH, VGF, MMP12, EREG, ACTC1




Nucleic Acid 1.39E-05-
Metabolism 6.76E-04 CXCL3, IL1A, UCN2, GDNF, TRH, PTH, Nppb
DNA
Replication, 1.69E-05-
Recombination. | 1.69E-05 IL1A, GDNF, IL1RN, PTH, IL6, CSF3, EREG, AREG
and Repair
Cellular 2.44E-05-
Compromise 6.74E-05 IL1A, CAMP, GDNF, IL1RN, GSTA1, IL6, GCLM, AREG
Organ 2.62E-05-
Morphology 5. 47E-04 IL1A, CYP1A1, IL1RL2, UCN2, IL1RN, PRDM1, IL6, PTH, CSF3, EREG, ACTC1, Nppb, AREG
Endocrine
System 2.7E-05- IL1A, CYP24A1, PTH
. 5.3E-05
Disorders
Visual System
Development 2.7E-05- IL1A, MMP3
. 2.7E-05

and Function
Carbohydrate 3.18E-05-
Metabolism 6.02E-04 CXCL3, IL1A, PYGM, CAMP, TRH, IL1RN, PTH, IL6, MMP12, CSF3
Digestive
System 3.18E-05-
Development 2 A5E-04 IL1A, IL1RN, IL6, CSF3, AREG
and Function
Hepatic System

3.18E-05-
Development 2 45E-04 IL1A, IL1RN, IL6, CSF3, AREG

and Function




Post-

Translational 4.5E-05- MMP3, MMP8
L. 4.5E-05
Modification
Protein 4 5E-05-
MMP3, MMP
Degradation 4.5E-05 3 8
Renal and
4 83E-05-
Urological 83E-05 CYP1A1, GDNF, PTH, IL6, CSF3
. 4.83E-05
Disease
. 4.85E-05-
Behavior 4 85E-05 GLRB, IL1A, GDNF, UCN2, TRH, IL6, VGF
Hypersensitivity | 5.79E-05-
Response 5.79E-05 SELL, IL1RN, CSF3
Neurological 6.81E-05- PROK2, IL1A, SELL, GDNF, MMP3, IL6, CSF3, CXCL3, IL1RN, MMPS8, CLEC4D, PRDM1, PTH,
Disease 6.02E-04 GCLM, VGF
ffmid'ated 8.2E-05- IL1A, IL1RN, PRDM1, IL6
6.02E-04 ’ ’ ’
Response
1.19E-04-
Cell Cycle 6.51E-04 IL1A, CYP1A1, UCN2, IL1RN, TRH, PRDM1, PTH, IL6, CSF3, EREG, AREG
Gene 1.19E-04-
Expression 2 94E-04 IL1A, CYP1A1, UCN2, IL1RN, TRH, PRDM1, IL6, CSF3
Renal and
Urological
1.24E-04-
System 1 24E-04 GDNF, EREG, AREG

Development
and Function




Auditory 1.25E-04-
Disease 1 25E-04 CAMP, MMP3
el 1.25E-04- PROK2, IL1A, GDNF, UCN2, IL6, CSF3, Nppb, AREG, CAMP, IL1RN, MMP12, VGF, ACTC1
Morphology 6.31E-04  IE1A, , » 1L, » Nppb, : : : , VGF,
Humoral

1.61E-04-
Immune 1 61E-04 PRDM1, IL6
Response
Hepatic System | 1.71E-04-
Disease 2 A5E-04 IL1A, IL1RN, CCL20, IL6, CSF3, AREG
Free Radical 1.8E-04-

CXCL3, CAMP, CSF3

Scavenging 1.8E-04 ’ ’
Reproductive
System 2.45E-04-
Development 2.5E-04 GDNF, EREG, AREG
and Function
Psychological | 2.77E-04-
Disorders 277E-04 | N2 IHIRNILO
Amino Acid 4.99E-04-
Metabolism 5.63E-04 IL1A, HAL, TRH, IL6, GCLM, VGF
Antimicrobial 6.12E-04-
Response 6.12E-04 CAMP, CLEC4D, S100A8, IL6




1 day

Category

P value

Molecules

Dermatological
Diseases and

2.93E-07-3.55E-
03

CYP1A1, GDNF, PDYN, GRIA2, CCL20, IL6, SERPINB2, AREG, HAL, IL1RL2, IL1RN, CRP, S100A8,
PTH, MMP12, VGF, ACPP

Conditions
Neurological - | 2.93E-07-3.81E- | 5 o GDNF, PDYN, IL1RN, GRIAZ, IL6, VGF, SIX3, ACPP, ATP2B2
Disease 03

ABCGS, PCLO, CCL20, IL6, CD8A, TMEM163, TBX18, SERPINB2,
Organismal SHROOM3, CYP1A2, HAL, IL1RL2, SLC5A1, GSTA1, GCLM, ACPP,
iy and 2.93E-07-3.87E- | PDYN, LIPF, GRIA2, OR2C1, AGXT, AREG, IL1RN, GALR1, GDNF,

Abnormalities

03

TRH, XIRP2, Nppb, SNX16, S100A8, MMP12, CYP1A1, Clca3a1/Clca3a2,
SRXN1, Ccl9, ATP2B2, REG3G, ZMAT4, CRP, NLRP4, PLEKHA1, MEP1A,
PTH, HYDIN, VGF, RHCG, SIX3, CSRP3, ZMYM4, IL11

ABCGS8, GDNF, TRH, CCL20, IL6, CD8A, Nppb, SNX16, CYP1A2,

Molecular 3.08E-07-3.2E- SLC5A1, S100A8, GSTA1, MMP12, ACPP, CYP1A1, UCN2, Gucy2d,

Transport 03 PDYN, Clca3a1/Clca3a2, GRIA2, AGXT, ATP2B2, IL1RN, CRP, Sic7a12, PTH, GALR1, Stra6l, VGF,
RHCG, SIX3, IL11

Inflammatory 6.72E-07-3.61E- | CYP1A1, GDNF, PDYN, LIPF, GRIA2, CCL20, IL6, CD8A, Ccl9,

Response 03 SERPINB2, AREG, CYP1A2, IL1RN, CRP, NLRP4, S100A8, MEP1A, PLEKHA1, MMP12, IL11

Lipid 7.51E-07-3.61E- | ABCGS8, CYP1A1, UCN2, TRH, LIPF, IL6, Nppb, AREG, CYP1A2,

Metabolism 03 IL1RN, CRP, S100A8, GSTA1, PLEKHA1, GALR1, PTH, MMP12, Stra6l, VGF, ACPP

Small 7 51E-07-3.87E- ABCGS8, GDNF, TRH, IL6, Nppb, HAL, CYP1A2, GSTA1, S100A8,

Molecule GCLM, MMP12, ACPP, CYP1A1, UCN2, LIPF, AGXT, AREG,

Biochemistry

03

ATP2B2, IL1RN, CRP, PLEKHA1, PTH, GALR1, VGF, Stra6l, IL11




Vitamin and

7.51E-07-3.61E-

ABCGS, CYP1A1, GDNF, UCN2, TRH, Gucy2d, CCL20, IL6, CD8A,

Mi [
nera , 03 Nppb, ATP2B2, AREG, CYP1A2, SLC5A1, GSTA1, S100A8, PLEKHA1, PTH, VGF
Metabolism
. . 8.86E-07-3.2E-
Cell Signaling 03 GDNF, UCN2, TRH, Gucy2d, CCL20, IL6, CD8A, Nppb, ATP2B2, SLC5A1, S100A8, PTH, VGF
Endocrine
System 1.04E-06-3.61E- | CYP1A1, UCN2, GDNF, TRH, IL6, Nppb, AREG, CYP1A2, IL1RN, GSTA1, PLEKHA1, GALR1, VGF,

Development
and Function

03

IL11

Cellular
Development

1.63E-06-3.31E-
03

GDNF, TRH, CCL20, IL6, CD8A, TBX18, SERPINB2, CYP1AZ2,

S100A8, MMP12, Krt10, Muc2, Kng1/Kng2, ACPP, CYP1A1, Pirb,

ATP2B2, AREG, Ccl9, REG3G, IL1RN, CRP, GALR1, Otx2, PLEKHA1, PTH, HYDIN, VGF, CSRP3,
SIX3, IL11

Cellular 1 63E-06-3.62E- GDNF, TRH, CCL20, IL6, CD8A, TBX18, CYP1A2, S100A8, Krt10,

Growth and 03 Muc2, MMP12, Kng1/Kng2, ACPP, CYP1A1, Clca3a1/Clca3a2, Pirb,

Proliferation AREG, REG3G, IL1RN, CRP, PLEKHA1, PTH, GALR1, VGF, HYDIN, IL11

Connective

Tissue 1.63E-06-3.2E- CYP1A1, GDNF, TRH, IL6, TBX18, AREG, Ccl9, ATP2B2, REG3G, CYP1A2, IL1RN, S100A8, GALR1,
Development 03 PTH, IL11

and Function

Skeletal and

Muscular

System (1);363E-06-3.2E- CYP1A1, CYP1A2, GDNF, PDYN, IL1RN, S100A8, IL6, PTH, AREG, IL11, Ccl9

Development
and Function




Tissue
Development

1.63E-06-3.61E-
03

GDNF, TRH, IL6, CD8A, TBX18, CYP1A2, SLC5A1, S100A8, MMP12,
Krt10, Muc2, Kng1/Kng2, CYP1A1, AREG, Ccl9, ATP2B2, REG3G,
IL1RN, CRP, PLEKHA1, Otx2, GALR1, PTH, HYDIN, VGF, CSRP3, SIX3, IL11

gieg:lr;;?r;gczlgd 1.91E-06-3.87E- | CYP1A1, UCN2, GDNF, PCLO, PDYN, Gucy2d, TRH, GRIA2, CCL20,

Interaction 03 XIRP2, IL6, CD8A, AREG, Ccl9, ATP2B2, CYP1A2, IL1RN, CRP, S100A8, PTH, VGF, IL11
Cellular 8.11E-06-3.61E- | CYP1A1, GDNF, ADGRL3, TRH, GRIA2, CCL20, IL6, CD8A, TBX18,

Movement 03 AREG, Ccl9, SERPINB2, CYP1A2, IL1RN, CRP, S100A8, PTH, VGF, Muc2, MMP12, SIX3, IL11
Hematological

System 8.11E-06-3.61E- | CYP1A1, GDNF, UCN2, TRH, CCL20, IL6, CD8A, Ccl9, SERPINB2,

Development
and Function

03

REG3G, CYP1A2, IL1RN, CRP, S100A8, PTH, VGF, MMP12, ACPP, IL11

Immune Cell | 8.11B-06-3.618- | .\ 5111 CYP1A2. GDNF, IL1RN. CRP, CCL20. S100A8, L6, MMP12, CD8A. Ccl9, IL11
Trafficking 03

Cardiovascular

System

Development
and Function

9.6E-06-3.2E-03

GDNF, UCN2, IL1RN, TRH, PTH, IL6, MMP12, VGF, IL11

D 1.01E-05-3.2E-
g 01E-05-3 CYP1A1, UCN2, GDNF, TRH, IL6, Nppb, AREG, CYP1A2, IL1RN, GSTA1, GALR1, GCLM, PTH, VGF
Metabolism 03

Nervous

System 1.11E-05-3.81E- | CYP1A1, GDNF, Gucy2d, PDYN, TRH, GRIA2, IL6, TBX18,

Development
and Function

03

ATP2B2, AREG, CYP1A2, IL1RN, PTH, Otx2, VGF, SIX3, ACPP, IL11

Organ
Morphology

1.11E-05-3.61E-
03

CYP1A1, CYP1A2, IL1RN, IL6, PTH, VGF, IL11, AREG




Organismal
Development

1.11E-05-3.61E-
03

CYP1A1, GDNF, UCNZ2, TRH, CCL20, IL6, CD8A, Nppb, ATP2B2,
AREG, CYP1A2, IL1RN, SLC5A1, CRP, Otx2, PTH, VGF, MMP12, CSRP3, SIX3, ACPP, IL11

Protein 1.26E-05-1.478- | ~yb1A1. CYP1A2, UCN2, TRH, IL1RN, SLC5A1. CRP, MEP1A. IL6. GCLM, VGF, SRXN1
Synthesis 03

. 2.31E-05-3.61E-
Behavior UCN2, GDNF, PDYN, ADGRL3, TRH, GRIA2, IL6, ATP2B2, CYP1A2, IL1RN, GALR1, VGF, ACPP

03

Developmental

2.9E-05-3.2E-03

CYP1A1, PCLO, GDNF, IL6, AGXT, TBX18, CYP1A2, IL1RN, SLC5A1, CRP, PTH, HYDIN, SIX3

Disorder
Hereditary 5 o053 2503 | CYP1AT, GDNF, TRH, PDYN, IL6, AGXT, TBX18, CYP1A2,
Disorder ' ' HAL, IL1RN, SLC5A1, CRP, PTH, HYDIN, CSRP3, SIX3
Metabolic 29B-05-387E- | \pG8 REG3G, HAL, TRH, SLC5A1, IL1RN. CRP, PTH, IL6, AGXT
Disease 03
Siesse‘::tory 2.9E-05-3.2E-03 | CYP1A2, IL1RN, CRP, PTH. IL6, CD8A, MMP12, HYDIN, ZMYM4. IL11, AREG
3 09E-05.3 70g. | ABCGB, PCLO, GDNF, CCL20, XIRP2, IL6, TBX18, SERPINB2,
Cancer o ' SHROOMS3, SNX16, IL1RL2, SLC5A1, S100A8, GSTA1, MMP12, CYP1A1, LIPF, OR2C1, Ccl9,
ATP2B2, REG3G, ZMATA4, IL1RN, CRP, NLRP4, GALR1, HYDIN, RHCG, SIX3, IL11, ZMYM4
Connective
Tissue 3'302'5'05'3'84'5' ABCGS, CYP1A2, IL1RN, CRP, S100A8, IL6, PTH, SIX3, SERPINB2
Disorders
Immunological | 3.02E-05-3.47E- | ry\ 1| 1RN, CRP. GRIA2, CCL20, S100A8, IL6, IL11, Col9
Disease 03
Inflammatory | 3.02E-05-3.47E- | GDNF, PDYN, GRIA2, CCL20, IL6, CD8A, SERPINB2, AREG, CYP1A2,
Disease 03 IL1RN, CRP, S100A8, PLEKHA1, PTH, MMP12, IL11




Skeletal and

3.02E-05-3.84E-

Muscular 03 CYP1A2, GDNF, TRH, IL1RN, CRP, S100AS8, IL6, PTH, SIX3, CSRP3, SERPINB2
Disorders

Hair and Skin

Development 2'379505'3'25 REG3G, CYP1A2, TRH, PTH, GALR1, IL6, AREG

and Function

Organ 3.79B-05-381E- | - \F TRH. IL6, CD8A, AREG, REG3G, SLC5A1, IL1RN, CRP. Otx2, GALRY, PTH. SIX3, IL11
Development 03

Nucleic Acid

otehoion | 4E-05-32E-03 | CYP1A1, GDNF, UCN2, TRH, IL6, Nppb, ATP2B2, AREG, CYP1A2, IL1RN, CRP, GALR1, PTH, ACPP
Cellular UCN2, GDNF, TRH. GRIA2, CCL20. XIRP2, IL6, CD8A, SRXN1, TBX18,

Function and
Maintenance

4.48E-05-3.31E-
03

ATP2B2, AREG, REGS3G, IL1RL2, IL1RN, CRP, NLRP4, S100A8, PTH,
VGF, RHCG, Kng1/Kng2, HS1BP3, CSRP3, IL11

Gastrointestina

4.67E-05-3.87E-

GDNF, IL1RN, CRP, CCL20, IL6, CSRP3, SIX3, IL11, Ccl9

| Disease 03
Ophthalmic | 4.67B-05-3.878- | 5171 CRP, CCL20, IL6, IL11, Ccl9. AREG
Disease 03

Cell Death and
Survival

6E-05-3.81E-03

GDNF, TRH, IL6, CD8A, Nppb, SERPINB2, S100A8, GSTA1, GCLM,
MMP12, Muc2, HS1BP3, UCN2, PDYN, Clca3a1/Clca3a2, GRIA2, SRXN1,
ATP2B2, AREG, Ccl9, REG3G, IL1RN, CRP, NLRP4, MEP1A, PTH, VGF, SIX3, IL11

Hematopoiesis

6.03E-05-3.2E-
03

GDNF, IL1RN, CRP, PTH, IL6, CD8A, IL11

Tissue
Morphology

9.48E-05-3.84E-
03

ABCGS, CYP1A1, PCLO, GDNF, PDYN, TRH, GRIA2, CCL20, IL6,
CD8A, Nppb, SERPINB2, ATP2B2, Ccl9, REG3G, IL1RN, CRP, S100A8, PTH, MMP12, VGF, SIX3,
IL11




Amino Acid | 9.83E-05-3.87E- || GDNF, GCLM, IL6, AGXT, AREG, IL11
Metabolism 03

Endocrine

System 1E-04-3.87E-03 | CYP1A1, CYP1A2, TRH, IL1RN, CRP, PTH, IL6
Disorders

Reproductive

System 1E-04-2.99E-04 | CYP1A1, CYP1A2, PTH, IL6

Disease

Cellular 1.5E-04-3.31E-

Assembly and | SHROOMS3, GDNF, TRH, CRP, GRIA2, NLRP4, XIRP2, PTH, IL6, VGF, ATP2B2
Organization

Energy 1.5B-04-6.52E- | vp1A1, CYP1A2, ILIRN, AGXT

Production 04

Digestive

System 1.53E-04-3.2E- | REG3G, GDNF, TRH, SLC5A1, IL1RN, IL6, IL11, AREG
Development 03

and Function

Hepatic

System 1.53B-04-3.2E- | 121, IL1RN, IL6, IL11, AREG

Development 03

and Function

Cell
Morphology

2.79E-04-3.81E-

03

CYP1A2, GDNF, IL1RN, TRH, NLRP4, IL6, VGF, MMP12, CSRP3, ATP2B2, IL11

Lymphoid
Tissue

2.79E-04-3.58E-

03

REG3G, IL1RN, CRP, CCL20, Pirb, PLEKHA1, IL6, CD8A, Kng1/Kng2, IL11, ACPP




Structure and
Development

Renal and 3.25E-04-3.2E

Urological o ' CYP1A1, CYP1A2, GDNF, IL1RN, CRP, PLEKHA1, PTH, MEP1A, IL6, AGXT, CD8A, MMP12, TBX18
Disease

Embryonic 4.04E-04-381E- | ohN\E TRH, CCL20, IL6, CDBA, Nppb, TBX18, AREG, IL1RN, SLC5A1, CRP, Otx2, VGF, SIX3, IL11
Development 03

Renal and

Urological

System 3'304'5'04'3'25 GDNF, SLC5A1, PTH, AREG, IL11

Development
and Function

Psychological

4.83E-04-1.25E-

CYP1A1, UCN2, GDNF, PDYN, IL1RN, CRP, GRIAZ, IL6, GALR1, VGF

Disorders 03
Organismal | 5.13E-04-513B- | -\ F BCLO. IL1RN. CRP. GRIA2, GSTA. IL6, CD8A, AGXT, AREG, IL11
Survival 04
Carbohydrate | 6.52E-04-3.2E- | o\ b1 A5 | 1RN, PTH, AGXT, IL11
Metabolism 03
Organismal | 7.28E-04-381B- | 517> PDYN. TRH, IL1RN, CRP, MEP1A, PTH. IL6, SERPINB2
Functions 03
i lar | 8.1E-04-3.63E-
girs;z\;ascu ar 33 04-3.63 ABCGS, CYP1A2, GDNF, IL1RN, CRP, S100A8, IL6, GCLM, MMP12, TMEM163, Kng1/Kng2, CSRP3
Infectlous 8.95E-04-3.2E- ILIRN, CRP. IL6, CD8A. AREG
Diseases 03
Nutritional 8.96E-04-3.56E-

Disease

03

CYP1A1, GDNF, UCNZ2, IL1RN, IL6, AREG




Hematological

1.09E-03-3.21E-

ABCGS, CYP1A1, GDNF, PCLO, CCL20, XIRPZ, IL6, OR2C1, TBX18,
ATP2B2, SERPINB2, Ccl9, SNX16, SHROOMS, IL1RL2, SLC5A1,

Disease 03 IL1RN, CRP, GSTA1, GALR1, HYDIN, MMP12, ZMYM4
Tumor 1.09E-03-3.2E-
DNF, IL1RN, IL
Morphology 03 G ’ L6
Cell Cycle ;;8503'3'25 PTH, IL6, AREG, IL11
Cell-mediated
Immune ;'333'5'03'3'25 CRP, CCL20, IL6, CD8A
Response
Cellular - 1.79E-03-3.2B- | 55NF. PDYN, IL1RN, GRIA2, GSTA1. IL6, GCLM
Compromise 03
Hepatic
System 2.24E-03-3.2E- IL6, IL11
. 03
Disease
Post-
Translational 2.99E-03-3.2E- SHROOMS3, GDNF, IL6, AREG, IL11
o 03
Modification
DNA
Repllcatl'on,. 3.02E-03-3.02E- GDNF, IL6, AREG
Recombination | 03
, and Repair
Humoral
Immune 3.128-03-3.12E- IL6, IL11

Response

03




Antigen

. 3.2E-03-3.2E-03 | CD8A
Presentation

Hypersensitivit

3.2E-03-3.2E-03 | IL11
y Response

Reproductive
System

Development
and Function

3.2E-03-3.2E-03 | VGF

Visual System
Development 3.61E-03-3.61E- IL6, AREG

and Function 03

4 days
Category P value | Molecules
Cellular 4.93E-09- MMP7, IL1A, IFNE, TRH, CSMD1, CCL20, DNTT, ATP6V0D2, MAPK13, IL6,
Function and 2 7E-03 CD8A, AQP4, ABCA1, SST, CHRNAS3, Kng1/Kng2, TNFSF11, ATP1B1,
Maintenance TRDN, SLC18A2, SRXN1, AREG, TYRP1, PYGM, IL1RN, FOXA2, IGFBP3, CSRP3
gg:;;:g:lrl]d 2.68E-08- | MMP7, CYP1A1, TNFSF11, IL1A, VAX1, IFNE, PCLO, TRH, CCL20, IL6,
Interaction 2.7E-03 CD8A, AQP4, SLC18A2, ABCA1, Ccl9, AREG, IL1RN, FOXA2, IGFBP3, SST, Stra6l

MMP?7, IL1A, IFNE, TRH, CCL20, DNTT, IL6, MAPK13, CD8A, AQP4,
LMNB1, ABCA1, TNN, Hmga2, SST, MMP12, Kng1/Kng2, ACPP,
TNFSF11, CYP1A1, Clca3a1/Clca3az, Pirb, AREG, TYRP1, PYGM, Art2b, IL1RN, FOXA2, IGFBP3, CSRP3

Cellular Growth | 2.68E-08-
and Proliferation | 2.7E-03




VAX1, IL1A, MMP7, IFNE, TRH, DNTT, CCL20, ATP6V0D2, IL6,

Cellular 3.66E-08- | MAPK13, CD8A, LMNB1, ABCA1, TNN, SST, Hmga2, MMP12,
Development 2.7E-03 Kng1/Kng2, ACPP, TNFSF11, CYP1A1, Pirb, AREG, Ccl9, TYRP1,
PYGM, Art2b, IL1RN, FOXA2, IGFBP3, CSRP3
g;;?:::'og'ca' - 66E-0g. | MMP7, IL1A, TNFSF11, CYP1AT, IFNE, DNTT, CCL20, Pirb,
Development 2 7E-03 MAPK13, IL6, CD8A, LMNB1, ABCA1, Ccl9, TYRP1, Art2b, IL1RN,
. FOXA2, IGFBP3, Hmga2, SST, MMP12, Kng1/Kng2, ACPP
and Function
. 3.66E-08-
Hematopoiesis 2 7E-03 TNFSF11, IL1A, IFNE, IL1RN, CCL20, SST, Hmga2, IL6, CD8A, ABCA1
Lymphoid
Tissue Structure | 3.66E-08- | CYP1A1, IL1A, TNFSF11, IFNE, DNTT, CCL20, Pirb, IL6, CD8A,
and 2.7E-03 | ABCA1, TYRP1, Art2b, IL1RN, IGFBP3, Hmga2, SST, Kng1/Kng2, ACPP
Development
_ IL1A, VAX1, MMP7, IFNE, TRH, CCL20, ATP6V0OD2, MAPK13, IL6,
Tissue 3.66E-08-
Development 2 7E-03 CD8A, LMNB1, ABCA1, TNN, Hmga2, SST, MMP12, Kng1/Kng2,
TNFSF11, CYP1A1, AREG, Ccl9, TYRP1, IL1RN, FOXA2, IGFBP3, CSRP3
Cellular 1.53E-07- | VAX1, CYP1A1, TNFSF11, MMP7, IL1A, ADGRL3, TRH, CCL20, ILS,
Movement 2.7E-03 MAPK13, AQP4, CD8A, LMNB1, ABCA1, Ccl9, AREG, TNN, IL1RN, FOXA2, IGFBP3, SST, MMP12
Immune Cell 1.59E-07- | CYP1A1, IL1A, TNFSF11, MMP7, IFNE, CCL20, IL6, MAPK13, CD8A,
Trafficking 2.7E-03 LMNB1, ABCA1, Ccl9, IL1RN, FOXA2, IGFBP3, SST, MMP12
CYP1A1, TNFSF11, IL1A, MMP7, ATP1B1, IFNE, LIPF, CCL20,
Inflammatory 1.59E-07-
Response 2 7E-03 MAPK13, IL6, SLC18A2, CD8A, LMNB1, ABCA1, Ccl9, AREG,
TYRP1, IL1RN, FOXA2, IGFBP3, SST, Hmga2, MMP12, CHRNA3
Tissue 6.78E-07- | IL1A, TNFSF11, VAX1, MMP7, CYP1A1, IFNE, PCLO, TRH,
Morphology 2.7E-03 CCL20, ATP6VO0D2, IL6, MAPK13, CD8A, LMNB1, ABCA1, Ccl9,




TNN, IL1RN, FOXA2, IGFBP3, SST, Hmga2, MMP12

Connective

Tissue 8.09E-07- | IL1A, CYP1A1, TNFSF11, MMP7, IFNE, TRH, ATP6V0D2, IL6, LMNB1,

Development 2.7E-03 ABCA1, Ccl9, AREG, TNN, IL1RN, FOXA2, IGFBP3, Hmga2, Kng1/Kng2

and Function

Skeletal and

Muscular

System 8.09E-07- | CYP1A1, IL1A, TNFSF11, MMP7, VAX1, ATP1B1, TRDN, ATP6V0D2,

2.7E-03 IL6, AREG, Ccl9, TNN, MYOM1, IL1RN, IGFBP3, Hmga2, CHRNA3, CSRP3

Development

and Function

Carbohydrate 9.36E-07- | MMP7, IL1A, IFNE, TRH, CSMD1, IL6, MAPK13, SLC18A2, ABCA1,

Metabolism 2.7E-03 PYGM, Art2b, IL1RN, FOXA2, IGFBP3, SST, MMP12, ACPP

Developmental | 1.03E-06- | VAX1, TNFSF11, IL1A, TRH, CD96, IL6, AQP4, SLC18A2, ABCA1,

Disorder 2.7E-03 AREG, TYRP1, FAM111A, PYGM, IL1RN, FOXA2, IGFBP3, CHRNA3

Hereditary 1.03E-06- | IL1A, TNFSF11, TRDN, CD96, IL6, LMNB1, ABCA1, TYRP1,

Disorder 2.7E-03 PYGM, FAM111A, MYOM1, IL1RN, FOXA2, CFIl, CSRP3

Metabolic 1.03E-06- | IL1A, TNFSF11, TRH, CD96, IL6, MAPK13, ABCA1, Ccl9, TYRP1,

Disease 2.7E-03 PYGM, FAM111A, Art2b, IL1RN, FOXA2, IGFBP3, GSTA1
MMP7, IL1A, VAX1, IFNE, PCLO, TRH, CSMD1, CD96, CCL20,

Organismal 1.03E-06- ATP6V0OD2, MAPK13, IL6, CD8A, AQP4, LMNB1, TMEM163,

Injury and 2 7E-03 ABCA1, NPL, TNN, MYOM1, CFI, SST, GCLM, MMP12, CHRNAS3, ACPP

Abnormalities , CYP1A1, TNFSF11, ATP1B1, LIPF, Clca3a1/Clca3a2, TRDN, Pirb,
SLC18A2, SRXN1, AREG, Ccl9, TYRP1, FAM111A, PYGM, IL1RN, FOXA2, IGFBP3, CSRP3

Molecular 4. 94E-06- MMP7, IL1A, IFNE, SLC27A2, PCLO, TRH, CCL20, ATP6V0D2, IL6, MAPK13,
AQP4, CD8A, ABCA1, MYOM1, SST, GSTA1, GCLM, MMP12, CHRNA3, ACPP,

Transport 2.7E-03

TNFSF11, CYP1A1, ATP1B1, Clca3a1/Clca3a2, TRDN, SLC18A2, IL1RN, FOXA2, IGFBP3, Stra6l




IL1A, MMP7, IFNE, SLC27A2, PCLO, TRH, CSMD1, IL6, MAPK13, AQP4, ABCA1,

:gj:e'\:j's‘:f;'e ;:géig& Akr1b10, SST, GSTA1, GCLM, MMP12, ACPP, CYP1A1, TNFSF11, ATP1B1,

LIPF, TRDN, SLC18A2, AREG, TYRP1, PYGM, IL1RN, Art2b, FOXA2, IGFBP3, Stra6l, CSRP3
Cardiovascular
System 5.22E-06- | IL1A, TNFSF11, MMP7, IL6, ABCA1, AREG, TNN, IL1RN, FOXA2, IGFBP3, SST, GCLM, MMP12,
Development 2.4E-03 Kng1/Kng2
and Function
Cell Morphology | 522506~ | MMP7, TNFSF11, IL1A, TRH, TRON, ATP6VOD2, IL6, MAPK13,

27E-03 | AQP4, LMNB1, SRXN1, TNN, MYOMA, IL1RN, IGFBP3, SST, MMP12, CHRNA3, CSRP3

Organismal 5 2906, | MMP7, ILTA, VAX1, IFNE, PCLO, TRH, CCL20, IL6, CDBA, LMNB,
Devolopment | 2.72.03 | ABCAT, TNN, MYOM1, Hinga2, SST, GCLM, MMP12, CHRNA3,

Kng1/Kng2, ACPP, TNFSF11, CYP1A1, SLC18A2, AREG, TYRP1, IL1RN, FOXA2, IGFBP3, CSRP3
Lipid 7.42E-06- | MMP7, IL1A, CYP1A1, IFNE, SLC27A2, TRH, LIPF, IL6, SLC18A2,
Metabolism 27E-03 | ABCA1, AREG, TYRP1, Akr1b10, IL1RN, FOXA2, SST, GSTA1, Stra6l, MMP12, ACPP
\I\;'It:;‘:; and 7.42E-06- | IL1A, CYP1A1, TNFSF11, ATP1B1, SLC27A2, TRH, TRDN,
Metabolism 27E-03 | CCL20, IL6, CD8A, AQP4, ABCA1, AREG, Akr1b10, PYGM, FOXA2, SST, GSTA1, CSRP3
Endocrine
System 9-83E-06- | -vp1A1, IL1A, ILIRN, TRH, IGFBP3, SST, GSTA1, MAPK13, IL6, SLC18A2, ABCA1, AREG
Development 2.7E-03
and Function

MMP?7, IL1A, VAX1, PCLO, CSMD1, MAPK13, IL6, CD8A,
Cancer 1.02E-05- | ABCA1, TNN, MYOM1, CFI, SST, MMP12, CHRNA3, ACPP,

27E-03 | TNFSF11, CYP1A1, ATP1B1, Clca3a1/Clca3a2, LIPF, Pirb, AREG, Ccl9, FAM111A, IL1RN, FOXA2,

IGFBP3, CSRP3




Connective

Tissue ;22'_5025_ IL1A, TNFSF11, MMP7, ATP1B1, CD96, CCL20, IL6, SLC18A2, Ccl9, AREG, FAM111A, IL1RN, MMP12
Disorders
Nervous System 1 02E-05-
Development 2 7E-03 IL1A, VAX1, TRH, IL1RN, FOXA2, SST, IL6, AQP4, SLC18A2, LMNB1, AREG
and Function
Organ 1.02E-05- | VAX1, TNFSF11, IL1A, MMP7, IFNE, TRH, IL6, CD8A, LMNBH1,
Development 2.7E-03 ABCA1, AREG, IL1RN, FOXA2, IGFBP3, Hmgaz2, SST, MMP12, CSRP3
Protein 1.57E-05- | MMP7, CYP1A1, IL1A, TRH, IL6, MAPK13, SRXN1, ABCA1,
Synthesis 2.23E-03 | IL1RN, IGFBP3, SST, GSTA1, GCLM, MMP12
Infectlous 1.89E-05- MMP7, IFNE, IL1RN, IL6, CD8A, MMP12, AQP4, CHRNA3, AREG
Diseases 2.7E-03
Nutritional 1.9E-05- | CYP1A1, MMP7, LIPF, IL6, MAPK13, SLC18A2, SRXN1,
Disease 1.68E-03 | AREG, IL1RN, FOXA2, Hmga2, SST, CHRNA3
Drug 2.14E-05-
Metabolism 2 7E-03 IL1A, TRH, IL1RN, SST, GSTA1, GCLM, IL6, SLC18A2, AREG
Immunological 2.14E-05-
. CYP1A1, TNFSF11, IL1A, ATP1B1, IL1RN, CSMD1, IGFBP3, CCL20, IL6, CD8A, ABCA1, Ccl9
Disease 2.7E-03
Inflammatory 2.14E-05- | IL1A, MMP7, TNFSF11, ATP1B1, CCL20, IL6, CD8A, SLC18A2, ABCAT1,
Disease 2.7E-03 AREG, Ccl9, IL1RN, FOXA2, IGFBP3, MMP12, CHRNA3
Skeletal and
Muscular 2.14E-05- | IL1A, TNFSF11, MMP7, ATP1B1, TRH, CD96, CCL20, IL6, SLC18A2, Ccl9,
. 2.7E-03 AREG, FAM111A, MYOM1, IL1RN, MMP12, CSRP3
Disorders
Psychological 2.16E-05- | IL1A, CYP1A1, ATP1B1, PCLO, MYOM1, IL1RN, CSMD1, TRDN, SST,
Disorders 2.7E-03 IL6, SLC18A2, AQP4, CHRNAS3, LMNB1




MMP7, CYP1A1, IL1A, TNFSF11, ATP1B1, CSMD1, TRDN, CD96, IL6,

g;f;‘;as"“'ar 2:?2'_5(;25' AQP4, SLC18A2, TMEM163, ABCA1, NPL, MYOM1, IL1RN, CFI, GCLM,

MMP12, CHRNA3, Kng1/Kng2, CSRP3

. 2 83E-05-

Behavior S oaE.04 | LA, ILIRN, TRH, ADGRLS, FOXA2, IL6, SLC18A2, CHRNA3, ABCA
Organismal s 156.05. | VAX1, IL1A, TNFSF11, CYP1AT, MMP7, ATP1B1, PCLO, IL6, AQP4,
o s 15E.05 | SLC18A2, CDBA, SRXNT, LMNB1, ABCA1, AREG, MYOMT, ILTRN,

FOXA2, IGFBP3, GCLM, MMP12, CHRNA3, CSRP3
Cellular 3.17E-05- | TYRP1, TNFSF11, IL1A, IL1RN, FOXA2, CD96, GSTA1, IL6,
Compromise | 2.7E-03 | GCLM, SLC18A2, LMNB1, ABCA1
Embryonic 3.17E-05- | VAX1, TNFSF11, IL1A, IFNE, TRH, CCL20, IL6, CD8A, LMNB1,
Development | 2.7E-03 | ABCA1, AREG, IL1RN, FOXA2, IGFBP3, Hmga2, SST, MMP12
Dermatological 3.74E-05-
Diseasesand | '/ ™| CYP1A1, IL1A, ATP1B1, IL1RN, IGFBP3, CCL20, IL6, MMP12, CHRNA3, ABCAT, AREG, ACPP
Conditions
Respiratory 3.84E-05- | MMP7, IL1A, ATP1B1, IL6, MAPK13, CD8A, LMNB1, ABCA1, AREG, IL1RN, FOXA2, IGFBP3, MMP12,
Disease 2.7E-03 CHRNAS
Protein 4 14E-05-
Trafficking 414505 | TNFSF11, IL1A, Art2b, IGFBPS, IL6, CDBA, ACPP

MMP7, IL1A, IFNE, TRH, CD96, ATP6VOD2, MAPKA13, IL6, CD8A,
gj:'\/f/:?th and ‘21325025 LMNB1, Muc4, ABCA1, CFI, Hmga2, SST, GSTA1, GCLM, MMP12,

TNFSF11, Clca3a1/Clca3a2, SLC18A2, SRXN1, AREG, Ccl9, TYRP1, Art2b, IL1RN, FOXA2, IGFBP3
Neurological | 4.53E-05- | IL1A, TNFSF11, ATP1B1, PCLO, IL1RN, CSMD1, CD96, SST, IL6,
Disease 27E-03 | SLC18A2, AQP4, LMNB1, CHRNA3, ABCA1, NPL, ACPP
Coll Signaling | +-69E-05- | IL1A, TNFSF11, IFNE, ATP1B1, TRH, TRDN, CCL20, IL6, CD8A,

1.74E-03 | AQP4, PYGM, IL1RN, IGFBP3, SST, CSRP3




Cellular

Assembly and 7-11E-05- MMP7, IL1A, TRH, IL6
7 2.7E-03
Organization
Gastrointestinal | 7.936.05. | CYPTAT, VAXT, IL1A, TNFSF11, MMP7, ATP1B1, PCLO, CSMD1, LIPF,
Disoase 2'7E 03 | CCL20, IL6, MAPK13, ABCA1, Ccl9, AREG, FAM111A, TNN, MYOM!1,
' IL1RN, FOXA2, CFI, IGFBP3, SST, MMP12, CHRNA3, CSRP3
Hepatic System | 7.93E-05- | 1167 TNESF11, IL1A, ILIRN, FOXA2, CCL20, IL6, AREG
Disease 2.7E-03
1.09E-04-
Cell Cycle 97E.03 | 'L1A TNFSF11, CYP1A1, VAXT, IL1RN, TRH, FOXA2, IGFBP3, IL6
Gene 1.09B-04- 1, /A TNESF11, CYP1A1, VAX1, IL1RN, TRH, FOXA2, IGFBP3, IL6
Expression 4.64E-04
Renal and
Urological
System 1.48E-04- IGFBP3, Stra6l, ABCA1, AREG
1.48E-04
Development
and Function
Cell-mediated 2E-04
Immune IL1A, IFNE, IL1RN, SST, IL6, CD8A
2.7E-03
Response
Reproductive | 2.44E-04- | -\ e 14 1L1A, GYP1A1, MMP7, CFI. IGFBP3, IL6, ABCA1, AREG, ACPP
System Disease | 4.85E-04
Hair and Skin
2.54E-04-
Development 2 7E-03 TYRP1, TRH, IL6

and Function




Post-

Translational 2.54E-04- MMP7, Art2b, IL6, SLC18A2, MMP12

o 2.7E-03
Modification
Amino Acid 2.97E-04-
Metaboism »7e.03 | TYRPTIL1A, IL1RN, Art2b, TRH, SST, IL6, GCLM, AQP4
Nucleic .Ac'd 3.17E-04- CYP1A1, ATP1B1, TRH, Art2b, IL1RN, SST, IL6, ABCA1, ACPP, AREG
Metabolism 2.7E-03
Ophthalmic SA1E-04- | 1 RP1 CYP1AT, IL1A, VAX1, CCL20, IL6, CHRNA3, Ccl9, AREG
Disease 2.7E-03
Digestive
System 3.87E-04- | | A TNFSF11, CYP1A1, IL1RN, FOXA2, IGFBP3, SST, IL6, CHRNA3, AREG
Development 2.7E-03
and Function
Hepatic System
Development 3.87E-04- IL1A, IL1RN, IL6, AREG

. 2.7E-03

and Function
Organ 4.62E-04- | IL1A, TNFSF11, CYP1A1, IL6, CD8SA, LMNB1, ABCA1, AREG,
Morphology 2.58E-03 | IL1RN, FOXA2, IGFBP3, SST, Hmga2, MMP12, ACPP
Respiratory
System 4.62E-04-
Development 0 0aE.03 | TNFSF11, FOXA2, IGFBP3, MMP12, LMNB1, ABCA
and Function
Hypersensitivity | 4.71E-04-
Response 471604 | \GFBP3, IL6, CD8A, MMP12
Reproductive 5.44E-04-
System 5 04E.03 | MMP7.IL1A, TNFSF11, IGFBP3, Hmga2, IL6, ABCA1, AREG




Development
and Function

Humoral
Immune 223583_ TNFSF11, IFNE, IL1RN, DNTT, IL6, CD8A
Response ’
DNA
Replication, 5.83E-04-
Recombination, | 1.85E-03 TNFSF11, IL1A, IL1RN, IGFBP3, SST, DNTT, IL6, AREG
and Repair
Hematological 6.29E-04- | MMP7, IL1A, TNFSF11, ATP1B1, FAM111A, IL1RN, CSMD1,
Disease 2.7E-03 IGFBP3, IL6, CD8A, AQP4, ABCA1, Ccl9
Tumor 6.59E-04-
IL1A, IL1RN, IGFBP3, SST, IL6, MAPK13, AREG
Morphology 1.39E-03 ’ ’ ’ S ’
Antimicrobial 1.04E-03-
Response 1 57E-03 MMP7, IFNE, Hmga2, IL6, CD8A, MMP12
Endocrine
System 1.74E-03- TNFSF11, FAM111A, IL1RN, FOXAZ2, IL6
X 2.7E-03
Disorders
Free Radical 1.91E-03-
CYP1A1, IL6, ABCA1

Scavenging 1.91E-03 T
Protein 2.23E-03-
Degradation 2.23E-03 MMP7, MMP12
Visual System

2.58E-03-
Development 2 58E-03 IL6, AREG

and Function




Antigen 2.7E-03-
Presentation 2.7E-03 CD8A
7 days
Category P value Molecules
Cell Signaling 4 .87E-09- IFNG, LPAR4, TNFSF11, CXCL11, IFNE, Gucy2d, TRH, GRP,
1.71E-03 IL6, AQP4, CD8A, Ccl9, ATP2B2, CAMK2A, SLC5A1, IL1RN, SST, CCR6, ADRA1TA

OSTN, MMP7, LPAR4, IFNE, UNC13C, SLC27A2, TRH, IL6, CD8A, AQP4,
Molecular 4 .87E-09- RASGRF1, CAMK2A, MYOM1, SLC5A1, CLIC3, SST, GSTA1, MMP12,
Transport 1.87E-03 CHRNAS3, CCRG6, SNAP91, IFNG, CYP1A1, TNFSF11, CXCL11, Gucy2d,

GRP, SLC18A2, CNGAT1, Ccl9, ATP2B2, GRM7, IL1RN, FOXA2, Stra6l, ADRA1A
Vitamin and 4.87E-09- LPAR4, SLC27A2, TRH, IL6, AQP4, CD8A, Akr1b10, CAMK2A, SLC5A1,
Mineral 2 0BE-03 SST, GSTA1, Gnmt/LOC100911564, CCR6, IFNG, CXCL11, TNFSF11,
Metabolism CYP1A1, Gucy2d, GRP, IGFBP2, AREG, ATP2B2, Ccl9, FOXA2, ADRA1A
Infectious 3.74E-08- IFNG, MMP7, IFNE, Mcpt1, IL6, CD8A, AQP4, AREG, REG3G, IL1RN,
Diseases 1.65E-03 MMP12, CHRNA3, ADRA1A, CCR6
Cell-To-Cell OSTN, MMP7, LPAR4, IFNE, UNC13C, PCLO, TRH, Mcpt1, XIRP2, IL6, AQP4,
Signaling and 1.46E-07- CD8A, RASGRF1, CAMK2A, CLIC3, SST, CHRNA3, HS1BP3, SNAP91, CCRG,
Interaction 2.09E-03 IFNG, TNFSF11, CXCL11, CYP1A1, Gucy2d, Pirb, GRP, CRISP1, SLC18A2,

IGFBP2, Ccl9, ATP2B2, AREG, GRM7, IL1RN, FOXA2, ADRA1A, NRP1
Cellular Growth 1 46E-07- VAX1, MMP7, IFNE, TRH, IL6, CD8A, AQP4, LMNB1, RASGRF1, TNN, CAMK2A,
and 2 0BE-03 SST, MMP12, CHRNA3, SNAP91, Kng1/Kng2, CCR6, IFNG, TNFSF11, CXCL11,
Proliferation CYP1A1, GRP, TSPAN33, Pirb, IGFBP2, AREG, REG3G, Art2b, IL1RN, FOXA2, CSRP3, ADRA1A, NRP1
Nervous 3.55E-07- LPAR4, VAX1, UNC13C, PCLO, TRH, IL6, AQP4, LMNB1, RASGRF1, CAMK2A,
System 2.09E-03 TNN, SST, CHRNA3, SNAP91, CCRG, IFNG, Gucy2d, GRP, SLC18A2, AREG,




Development
and Function

ATP2B2, GRM7, IL1RN, FOXA2, ADRA1A, NRP1

Hematological

MMP7, IFNE, Mcpt1, IL6, CD8A, LMNB1, SST, MMP12, CCR6, Kng1/Kng2,

gi?/teelr:pment ?225:8; IFNG, CYP1A1, TNFSF11, CXCL11, GRP, Pirb, TSPAN33, IGFBP2, AREG,
. Ccl9, REG3G, IL1RN, Art2b, FOXA2, NRP1

and Function

Inflammatory 4 33E-07- IFNG, CXCL11, CYP1A1, TNFSF11, MMP7, IFNE, Mcpt1, TSPAN33, GRP, IL6,

Response 2 07E-03 CDB8A, SLC18A2, LMNB1, Ccl9, AREG, RASGRF1, Ly49s3, IL1RN, FOXA2,
NLRP4, SST, MMP12, ADRA1A, CCR6, NRP1

Cellular 5E-07- MMP7, LPAR4, VAX1, TRH, Mcpt1, IL6, AQP4, CD8A, LMNB1, RASGRF1,

Movement 1.93E-03 TNN, SST, MMP12, CCR6, IFNG, TNFSF11, CXCL11, CYP1A1, ADGRL3,
GRP, IGFBP2, AREG, Ccl9, IL1RN, FOXA2, NRP1

Immune Cell 5E-07- IFNG, CYP1A1, CXCL11, TNFSF11, MMP7, IFNE, Mcpt1, GRP, IL6, CD8A,

Trafficking 1.85E-03 LMNBH1, Ccl9, IL1RN, FOXA2, SST, MMP12, CCR6, NRP1
OSTN, VAX1, MMP7, IFNE, TRH, IL6, CD8A, LMNB1, RASGRF1, TNN, CAMK2A,

Cellular 7.68E-07- SST, MMP12, CHRNA3, SNAP91, Kng1/Kng2, CCR6, IFNG, TNFSF11,

Development 2.06E-03 CXCL11, CYP1A1, GRP, Pirb, TSPAN33, IGFBP2, AREG, Ccl9, ATP2B2,
REG3G, Art2b, IL1RN, FOXA2, FAM213A, ADRA1A, CSRP3, NRP1

Hematopoiesis :22;8; IFNG, CXCL11, TNFSF11, IFNE, IL1RN, IL6, CD8A, NRP1

Lymphoid

Tissue 7.68E-07- IFNG, CYP1A1, TNFSF11, CXCL11, IFNE, TSPAN33, Pirb, IL6, CD8A,

Structure and 2.02E-03 IGFBP2, REG3G, IL1RN, Art2b, SST, Kng1/Kng2, CCR6, NRP1

Development

Skeletal and 7.68E-07- IFNG, OSTN, CXCL11, CYP1A1, MMP7, TNFSF11, IL6, IGFBP2, Ccl9,

Muscular 2.02E-03 AREG, RASGRF1, CAMK2A, TNN, IL1RN, FAM213A, MMP12, CSRP3, NRP1




System
Development
and Function

OSTN, MMP7, VAX1, IFNE, TRH, IL6, CD8A, LMNB1, RASGRF1, TNN,

Tissue 7.68E-07- CAMK2A, SST, MMP12, CHRNAS, Kng1/Kng2, CCR6, SNAP91, IFNG,
Development 2.02E-03 TNFSF11, CXCL11, CYP1A1, IGFBP2, Ccl9, AREG, REG3G,
IL1RN, FOXA2, FAM213A, CSRP3, NRP1
VAX1, MMP7, IFNE, PCLO, TRH, Mcpt1, IL6, CD8A, LMNB1,
Tissue 8.63E-07- RASGRF1, TNN, CAMK2A, SST, MMP12, CCR6, SNAP91,
Morphology 2.02E-03 IFNG, CYP1A1, TNFSF11, Gucy2d, TSPAN33, SLC18A2, IGFBP2,
ATP2B2, Ccl9, REG3G, IL1RN, FOXA2, NRP1
MMP7, IFNE, PCLO, IL6, CD8A, LMNB1, RASGRF1, CAMK2A,
Organismal 9.27E-07- TNN, MYOM1, SLC5A1, SST, MMP12, CHRNA3, SNAP91,
Development 2.01E-03 CCRG6, Kng1/Kng2, IFNG, TNFSF11, CYP1A1, TSPAN33,
GRP, SLC18A2, IGFBP2, ATP2B2, AREG, IL1RN, FOXA2, CSRP3, ADRA1A, NRP1
LPAR4, IFNE, UNC13C, SLC27A2, PCLO, SPTSSB, CD96,
IL6, CD8A, AQP4, LMNB1, RASGRF1, CAMK2A, TNN, MYOM1,
Organismal SLC5A1, CFIl, GSTA1, FABP9, CHRNA3, SNAP91, HS1BP3, UPK1B,
Injury and 1.81E-06- FMO2, GLYAT, GRP, TSPAN33, CNGA1, IGFBP2, AREG, GRM7,
Abnormalities 2.04E-03 PYGM, IL1RN, FOXA2, NRP1, MMP7, GLCCI1, TRH, XIRP2, SST,
MMP12, CCR6, IFNG, CXCL11, TNFSF11, CYP1A1, MOXD1, Pirb,
CRISP1, SLC18A2, Ccl9, ATP2B2, FAM111A, REG3G, RMDN2
, NLRP4, HYDIN, CSRP3, ADRA1A
Respiratory 1 81E-06- MMP7, UNC13C, PCLO, XIRP2, IL6, CD8A, LMNB1, TNN, CFI,
) MMP12, CHRNA3, CCRG6, IFNG, CXCL11, CYP1A1, TNFSF11,
Disease 1.47E-03

GRP, CNGA1, IGFBP2, AREG, ATP2B2, GRM7, PYGM, REG3G, IL1RN, ADRA1A, NRP1




IFNG, VAX1, MMP7, TNFSF11, UNC13C, PCLO, Gucy2d, IL6,

Neurological | 1.86E-06- | AQP4, SLC18A2, LMNB1, CNGA1, IGFBP2, ATP2B2, GRM?,
Disease 1.46E-03 | RASGRF1, CAMK2A, MYOM1, IL1RN, FOXA2, SST, HYDIN,
CHRNA3, SNAP91, CCR6, ADRATA, NRP1
Carbohydrate | 2.1E-06- | IFNG, OSTN, MMP7, IFNE, TRH, GRP, IL6, ATP2B2, PYGM,
Metabolism 1.77E-03 | CAMK2A, IL1RN, SLC5A1, FOXA2, SST, MMP12, ADRA1A
OSTN, LPAR4, MMP7, UNC13C, IFNE, SLC27A2, TRH,
Small Moleoule | 2.1E.06. | SPTSSB. IL6, CDBA, AQP4, Akr1b10, RASGRF1,
Siochemistry | 20603 | CAMK2A, SST, GSTA1, Gnmi/LOC100911564, MMP12,
CHRNA3, SNAP91, IFNG, TNFSF11, CYP1A1, FMO2, GLYAT, GRP,
SLC18A2, IGFBP2, ATP2B2, AREG, GRM7, IL1RN, FOXA2, Stra6l, ADRA1A
%2232"“"6 5 70E.06. | IFNG. OSTN, MMP7, CYP1AT, CXCL11, TNFSF11, IFNE, TRH,
Development | 2.025.05 | GRP» IL6, LMNB1, IGFBP2, AREG, Cel9, RASGRF1, REG3G,
. TNN, IL1RN, FAM213A, CCR6, Kng1/Kng2, ADRA1A, NRP1
and Function
Endocrine
System 4.08E-06- | GRM7, IFNG, RASGRF1, CYP1A1, IL1RN, TRH, SST,
Development | 2.06E-03 | GSTAT, IL6, SLC18A2, IGFBP2, AREG
and Function
Psychological | 7.29E-06- | IFNG, CYP1A1, UNC13C, PCLO, IL6, AQP4, SLC18A2, IGFBP2,
Disorders 1.23E-03 | ATP2B2, GRM7, RASGRF1, CAMK2A, MYOM, IL1RN, SST, HYDIN, CHRNA3, ADRA1A
Cell Cycle 122582 IFNG, TNFSF11, CYP1A1, VAX1, CAMK2A, IL1RN, TRH, FOXA2, GRP, IL6
ol o505, | MMP7, LPAR4, IFNE, TRH, Mcptt, IL6, CDBA, LMNB1, RASGRF,
Vorohology | 185E.05 | NN, CAMK2A, SST, MMP12, CHRNA3, SNAP91, CCRS, IFNG,

CXCL11, TNFSF11, Gucy2d, GRP, TSPAN33, SLC18A2, SRXNT1,




IGFBP2, AREG, ATP2B2, IL1RN, FOXA2, NLRP4, ADRA1A, CSRP3, NRP1

Gene 1.25B-05- |\ o\G TNESF11, CYP1A1, VAX, IL1RN, TRH, FOXA2, GRP, IL6
Expression 1.85E-03
MMP7, UNC13C, IFNE, TRH, XIRP2, IL6, CD8A, AQP4, LMNB1,
Cellular . soE.05. | RASGRF1, TNN, CAMK2A, CLIC3, SST, MMP12, CHRNA3, SNAPO1,
Functionand | "= 7" | CCR6, HS1BP3, Kng1/Kng2, IFNG, TNFSF11, Pirb, GRP, SLC18A2,
Maintenance SRXN1, AREG, ATP2B2, REG3G, PYGM, IL1RN, FOXA2, NLRP4,
ADRA1A, CSRP3, NRP1
i:g::;ly g | 1:75E-05- | IFNG, MMP7, LPAR4, PCLO, TRH, XIRP2, IL6, SLC18A2, LMNB1, AREG,
oY 1.85E-03 | ATP2B2, RASGRF1, TNN, CAMK2A, NLRP4, MMP12, CHRNA3, SNAP91, NRP1
Organization
Inflammatory | 1.95E-05- | IFNG, CXCL11, CYP1A1, TNFSF11, MMP7, GRP, IL6, CD8A, SLC18A2,
Disease 1.85E-03 | AREG, Ccl9, RASGRF1, IL1RN, CFI, HYDIN, MMP12, CHRNA3, CCR6, ADRA1A, NRP1
LPAR4, UNC13C, SLC27A2, PCLO, SPTSSB, CD96, IL6, CD8A,
AQP4, RASGRF1, CAMK2A, TNN, MYOM1, SLC5A1, CFI,
GSTA1, FABPY, CHRNA3, SNAP91, HS1BP3, UPK1B
Cancer 2.36E-05- |, FMO2, GLYAT, GRP, TSPAN33, CNGA1, IGFBP2, AREG,
1.81E-03 | GRM7, PYGM, IL1RN, FOXA2, NRP1, MMP7, GLCCI1, TRH,
XIRP2, SST, MMP12, CCR6, IFNG, CXCL11, TNFSF11, CYP1A1,
MOXD1, Pirb, CRISP1, SLC18A2, Ccl9, ATP2B2, FAM111A, REG3G,
RMDN2, NLRP4, HYDIN, CSRP3, ADRA1A
_IC_izr;Egctlve 2.36E-05- | IFNG, TNFSF11, MMP7, GRP, IL6, SLC18A2, AREG, Ccl9,
159E-03 | RASGRF1, RMDN2, IL1RN, MMP12, CCR6, ADRA1A, NRP1

Disorders




Cell-mediated

Immune f'ggggg' IFNG, CXCL11, IFNE, IL1RN, IL6, CD8A, CCR6
Response '
Embryonic 2.86E-05- 1\ NG, TNFSF11, IENE, IL1RN, FOXA2, IL6, MMP12, CD8A, LMNB1, CCR6, NRP1
Development 1.65E-03
IFNG, MMP7, TNFSF11, IFNE, TRH, IL6, CD8A, LMNB1,
Organ 2.86E-05-
Do | et os | |GFBP2 AREG, RASGRF1, REG3G, CAMK2A, IL1RN, FOXA2
P ' SST, MMP12, ADRA1A. CCR6, CSRP3
Cellular 3.06E-05- ||\ G TNFSF11, LPAR4, RASGRF1, IL1RN, FOXA2, IL6, SLC18A2, LMNB1, NRP1
Compromise 1.85E-03
Nucleic Acid | 3.36E-05- | OSTN. IFNG, LPAR4. TNFSF11, CYP1A1, FMO2, TRH, GLYAT,
Metabolism 1.87E-03 | IL6, AQP4, ATP2B2, GRM7, IL1RN, SST, Gnmt/LOC100911564
Senavior 338E-05- | IFNG, UNC13C, TRH, ADGRL3. GRP, IL6, AQP4, SLC18A2, ATP2B2.
v 1.65E-03 | GRM7, RASGRF1, CAMK2A, IL1RN, FOXA2, SST, CHRNA3, SNAP91, ADRA1A
Cell Deathand | 3.75E-05- |\~ \1MP7 TNFSF11, REG3G, IL1RN, SST, CLIC3, GSTA1, IL6, MMP12, CD8A. NRP1
Survival 1.55E-03
Drug 3.75E-05-
Metbolism . ioc0s | CAMK2A, ILRN, IL6, SLC18A2
Immunological | 3.75E-05- | IFNG, CYP1A1, TNFSF11, Mcpt1, CTSW, CD96, TSPAN33, GRP,
Disease 1.96E-03 | IL6, CD8A, SLC18A2, IGFBP2, AREG, Ccl9, RASGRF1, IL1RN. Art2b, CFI. MMP12, CCR6, NRP1
I\Sﬂkes'stT;fnd 3.75E-05- | IENG, TNFSF11, MMP7, UNC13C, GRP, IL6, AQP4, SLC18A2,
Di‘;or;ers 159E-03 | AREG, Ccl9, RASGRF1, RMDN2, IL1RN, MMP12, CCR6, ADRA1A, NRP1
Tumor 4.05B-05- 1\ o\ 5 GXCL11, MMP7, IL1RN, SST, GRP, IL6, IGFBP2, AREG, NRP1
Morphology 1.48E-03




Dermatological

LPAR4, IFNE, UNC13C, SLC27A2, PCLO, SPTSSB, CD96, IL6, AQP4,
RASGRF1, TNN, MYOM1, SLC5A1, CFIl, GSTA1, FABP9, CHRNAS3,

Diseases and 4.13E-05- SNAP91, HS1BP3, UPK1B, FMO2, GLYAT, TSPAN33, CNGA1,
Conditions 1.11E-03 IGFBP2, AREG, GRM7, PYGM, IL1RN, FOXA2, NRP1, MMP7, GLCCI1,
TRH, XIRP2, SST, CCR®6, IFNG, CXCL11, TNFSF11, CYP1A1, MOXD1, CRISP1,
SLC18A2, ATP2B2, FAM111A, REG3G, RMDN2, NLRP4, HYDIN, CSRP3, ADRA1A
Digestive
System 4 .51E-05- IFNG, TNFSF11, CYP1A1, GRP, IL6, IGFBP2, AREG, RASGRF1,
Development 7.57E-04 REG3G, SLC5A1, FOXA2, SST, CHRNA3, CCR6
and Function
Gastrointestinal | 5.95E-05- IFNG, RASGRF1, CYP1A1, CXCL11, TNFSF11, SLC5A1, IL1RN, FOXA2, CFl,
Disease 1.85E-03 SST, IL6, MMP12, CHRNAS3, CCR6, AREG
Organ 5.95E-05- IFNG, TNFSF11, MMP7, CYP1A1, TSPAN33, IL6, CD8A, LMNB1, IGFBP2,
Morphology 2.02E-03 AREG, SLC5A1, IL1RN, FOXA2, SST, MMP12, CSRP3, ADRA1A, CCR6
Antimicrobial 7.49E-05-
Response 8.09E-04 IFNG, IL6, CCR6
Cardiovascular
System 7.61E-05- IFNG, CXCL11, TNFSF11, MMP7, Mcpt1, IL6, AREG, TNN, IL1RN, FOXA2, SST,
Development 2.01E-03 MMP12, CSRP3, ADRA1A, Kng1/Kng2, CCR6, NRP1
and Function
Lipid 8.49E-05- IFNG, MMP7, CYP1A1, IFNE, SLC27A2, TRH, GLYAT, SPTSSB, GRP, IL6, SLC18A2,
Metabolism 2.06E-03 IGFBP2, AREG, GRM7, Akr1b10, IL1RN, FOXA2, SST, GSTA1, MMP12, Stra6l
Energy 9.46E-05-
Production 5. 92E-04 OSTN, IFNG, TNFSF11, IL1RN, TRH, GRP, IL6, AQP4
Hypersensitivit | 1.18E-04-
y Response 1 18E-04 IFNG, IL6, CD8A, MMP12, CCR6




Cardiovascular | 1.25E-04- | IFNG, CYP1A1, MMP7, TNFSF11, CD96. IL6, AQP4. SLC18A2, RASGRF1, MYOM1, IL1RN,
Disease 1.75E-03 | FOXA2, CFl, MMP12, CHRNA3, ADRA1A. CSRP3, NRP1
Developmental | 1.25E-04- | IFNG, TNFSF11, TRH, IL6, AQP4, SLC18A2, AREG, RASGRF1,
Disorder 1.35E-03 | PYGM, IL1RN, FOXA2, ADRA1A, SNAP91, NRP1
Hair and Skin 1 65E-04-
Development IFNG, REG3G, TRH, IL6, LMNB1, AREG
. 6.66E-04
and Function
Protein 1.82B-04- 1 | NG, RASGRF1, CYP1A1, REG3G, FMO2, IL1RN, SLC5A1, TRH, Mcptt, SST, IL6, SRXN1, CCR6
Synthesis 2.01E-03
Hematological | 1.86E-04- | o\~ TNFSF11, IL1RN. CFI. TSPAN33, IL6, CD8A, AQP4. MMP12, ADRA1TA
Disease 1.85E-03
Amino Acid 2.12E-04-
et o sat.0s | GRM7, IFNG, ILIRN, TRH, GLYAT, SST, Gnmt/LOC100911564, IL6
Humoral
2.66E-04-
Immune 2 66E-04 IFNG, REG3G, IL6, CCR6
Response
Hereditary 3.46E-04- |\ o\ 5 PYGM, MYOM, IL1RN, CFI, CD96, IL6, CSRP3, ADRA1A, NRP1
Disorder 1.75E-03
Metabolic 3.46E-04-
e aoes | IFNG. PYGM,ILIRN, IL6
Post-
Translational 4.44E-04- IL6, SLC18A2
> 4.44E-04
Modification
Hepatic 4.61E-04-
System 11e0s | IFNG, CXCL11, TNFSF11, ILIRN, FOXA2, IL6, AREG

Disease




Endocrine

Svstem 6.46E-04- IFNG, TNFSF11, PCLO, FMO2, TRH, XIRP2, GRP, IL6, IGFBP2,
D?lsorders 8.63E-04 AREG, GRM7, CAMK2A, TNN, RMDN2, HYDIN, CHRNA3, ADRA1A
DNA
Replication, 6.49E-04-
Recombination, | 6.49E-04 IFNG, RASGRF1, TNFSF11, IL1RN, GRP, IL6, IGFBP2, AREG
and Repair
Hepatic
System 6.76E-04-
IFNG, IL R
Development 1.05E-03 G. L6, CCR6
and Function
Organismal 7.17E-04-
Functions 7 17E-04 IL1RN, GRP, IL6, SLC18A2
Auditory 8.09E-04-
Disease 8.09E-04 MMP7, ATP2B2
Nutritional 9-79E-04- | \oNG. CXCL11, MMP7, CYP1A1, IL1RN, FOXA2, SST, IL6, SLC18A2, CHRNA3, SRXN1, ADRATA, AREG
Disease 9.75E-04
Free Radical 1.28E-03-
IFNG, IL6
Scavenging 1.28E-03 ’
Organismal 1 34E-03 IFNG, VAX1, TNFSF11, CYP1A1, CXCL11, MMP7, PCLO, IL6,
s ? ival 1.34E 03 AQP4, SLC18A2, CD8A, SRXN1, LMNB1, AREG, MYOM1, IL1RN,
Ui ' SLC5A1, FOXA2, MMP12, CHRNA3, SNAP91, CSRP3, ADRA1A, NRP1
Protein 1.54E-03-
Trafficking 1 54E-03 IFNG, TNFSF11, Art2b, IL6, Gnmt/LOC100911564, CD8A
Respiratory 1.65E-03-
System 1 65E-03 IFNG, TNFSF11, FOXA2, MMP12, LMNB1




Development
and Function

14 days

Category P value Molecules
Cell-To-Cell VAX1, CHGA, UNC13C, TRH, Mcpt1, CD96, XIRP2, IL6, Muc4,
Signaling and | 3.51E-08-2.51E-03 CNTNAP2, TNN, SST, CCRG6, IFNG, CYP1A1, TNFSF11,
Interaction Gucy2d, ADGRL3, GRM8, PDYN, CRISP1, SLC18A2, Ccl9,

ATP2B2, ALB, Stra6l, BMP6, CSRP3, NRP1
Cellular
Growth and 3 51E-08-2 51E-03 IFNG, CYP1A1, TNFSF11, VAX1, CHGA, TRH, PPL, IL6,

Proliferation

LMNB1, ALB, REG3G, TNN, Art2b, SST, BMP6, MMP12, Kng1/Kng2, CCR6, NRP1

Hematological
System
Development
and Function

1.5E-07-2.51E-03

IFNG, CHGA, TNFSF11, CYP1A1, Mcpt1, PPL, IL6, LMNB1,
Ccl9, ALB, REG3G, Art2b, SST, MMP12, Kng1/Kng2, CCR6, NRP1

gz:g::;ory 1.5E-07-2.51E-03 | IFNG, CHGA, TNFSF11, CYP1A1, Mcpt1, IL6, LMNB1, Ccl9, ALB, SST, MMP12, CCR6, NRP1
Cellular IFNG, CHGA, TNFSF11, TRH, CSMD1, XIRP2, IL6, SLC18A2

Function and
Maintenance

7.04E-07-2.51E-03

, LMNB1, SRXN1, ATP2B2, ALB, REG3G, CLIC3, SST, MMP12,
BMP6, CSRP3, CCR6, Kng1/Kng2, NRP1

Cellular
Development

1.61E-06-2.51E-03

IFNG, CHGA, CYP1A1, TNFSF11, VAX1, TRH, PPL, IL6,
LMNB1, Ccl9, ATP2B2, ALB, TNN, REG3G, Art2b, SST,
MMP12, BMP6, CCR6, Kng1/Kng2, CSRP3, NRP1




Hair and Skin
Development
and Function

1.61E-06-2.51E-03

IFNG, CHGA, REG3G, TRH, IL6, BMP6, LMNB1

Organ
Development

1.61E-06-2.51E-03

IFNG, CHGA, TNFSF11, VAX1, REG3G, TRH, SST,
IL6, BMP6, LMNB1, CCR6, CSRP3

Tissue
Development

1.61E-06-2.51E-03

IFNG, CYP1A1, VAX1, TNFSF11, CHGA, TRH, CD96,
IL6, LMNB1, Muc4, Ccl9, ALB, REG3G, TNN, SST, MMP12,
BMP6, CCR6, CSRP3, Kng1/Kng2, NRP1

CHGA, UNC13C, ZBBX, PCLO, TRH, CSMD1, XIRP2, IL6,

Cancer 3E-06-2.51E-03 TNN, CNTNAP2, CFI, SST, MMP12, CCR6, KLK10, IFNG,
TNFSF11, CYP1A1, PDYN, GRMS8, ATP2B2, Ccl9, ALB, REG3G, STMN3, BMP6, NRP1
Organismal CHGA, AADAT, ZBBX, UNC13C, PCLO, TRH, CTSW,
MD1, CD96, XIRP2, IL6, LMNB1, TNN, CNTNAP2, CFI T TA1, MMP12 R6, KLK1
Injury and 3E-06-2.51E-03 cS , D%,  IL6, ’ G , CFl, SST, GS ’ , CCRS, 0.

Abnormalities

IFNG, CYP1A1, TNFSF11, PDYN, GRM8, SLC18A2, SRXN1, Ccl9, ATP2B2, ALB, REG3G, Art2b,
STMN3, BMP6, CSRP3, NRP1

Respiratory 3E-06-1.97E-03 IFNG, TNFSF11, CYP1A1, CHGA, ZBBX, UNC13C, PCLO, GRMS8, PDYN, CSMD1, XIRP2, IL6,
Disease ATP2B2, ALB, REG3G, TNN, CNTNAP2, STMN3, CFl, MMP12, KLK10, CCR6, NRP1

Amino Acid | 4 oo 06-2.51E-03 | IFNG, AADAT, ALB, Art2b, GLYAT, IL6

Metabolism

Small IFNG, AADAT, CHGA, TNFSF11, CYP1A1, UNC13C, SLC27A2,

Molecule 3.25E-06-2.51E-03 | PDYN, GRMS8, TRH, GLYAT, IL6, SLC18A2, ATP2B2, ALB, Art2b,

Biochemistry SST, GSTA1, MMP12, Stra6l, BMP6

Hematopoiesis | 5.36E-06-2.51E-03 | IFNG, TNFSF11, IL6, NRP1

Lymphoid

Tissue

5.36E-06-2.51E-03

IFNG, ALB, TNFSF11, REG3G, Art2b, PPL, SST, IL6, Kng1/Kng2, CCR6, NRP1




Structure and
Development

Cellular 5.49E-06-2.51E-03 | IFNG, TNFSF11, CHGA, SST, GSTA1, IL6, SLC18A2, LMNB1

Compromise

Neurological | , .o | IFNG, VAX1, AADAT, CHGA, UNC13C, Gucy2d, PDYN, CDS6, IL6,

Disease SLC18A2, LMNB1, ATP2B2, ALB, CNTNAP2, SST, CCR6, NRP1

Cell Cycle 6.2E-06-2.51E-03 | IFNG, ALB, TNFSF11, CYP1A1, VAX1, TRH, IL6, BMP6, NRP1

Cell 606051203 | IFNG, AADAT, TNFSF11, Guoy2d, TRH, Mopt, ILS, SLCT8A2, LMNBT,
Morphology SRXN1, ATP2B2, ALB, CNTNAP2, TNN, SST, MMP12, CCR6, CSRP3, NRP1
Connective

Tissue IFNG, CYP1A1, TNFSF11, CHGA, TRH, IL6, LMNB1, Ccl9,

Development
and Function

6.2E-06-2.51E-03

TNN, REG3G, BMP6, CCR6, Kng1/Kng2, NRP1

Gene
Expression

6.2E-06-2.51E-03

IFNG, ALB, TNFSF11, CYP1A1, VAX1, TRH, IL6, BMP6

Skeletal and
Muscular
System
Development
and Function

6.2E-06-2.51E-03

IFNG, CYP1A1, TNFSF11, VAX1, ALB, TNN, PDYN, IL6, BMP6, CSRP3, NRP1, Ccl9

IFNG, AADAT, CHGA, TNFSF11, VAX1, CYP1A1, PCLO,

N

M'Z‘:”ﬁolo 6.2E-06-2.51E-03 | Gucy2d, PDYN, TRH, IL6, SLC18A2, LMNB1, Ccl9, ATP2B2, REG3G,
phology TNN, CNTNAP2, SST, MMP12, BMP6, CCRS6, NRP1

Endocrine

System

6.5E-06-2.51E-03

IFNG, CHGA, CYP1A1, TRH, SST, GSTA1, IL6, SLC18A2, BMP6




Development
and Function

Connective
Tissue 8.22E-06-2.51E-03 | IFNG, TNFSF11, CD96, IL6, BMP6
Disorders
Cellular 0.07E-062.51E.03 | 'FNG: VAX1, CYP1A1, CHGA, TNFSF11, ADGRL3, TRH, Mcpt1,
Movement ' ' IL6, LMNB1, Ccl9, ALB, CNTNAP2, TNN, STMN3, SST, MMP12, BMP6, CCRS6, NRP1
'T”:;‘;';C"k?nze" 9.97E-06-2.51E-03 | IFNG, CHGA, TNFSF11, CYP1A1, Mcpt1, IL6, LMNB1, Ccl9, ALB, SST, MMP12, CCR6, NRP1
Lipid . ese-05.251E.03 | FNG, CYP1AL, CHGA, SLC27A2, TRH, GLYAT, IL6, SLC18A2, ALB, SST, GSTAI, MMP12, Stral
Metabolism BMP6
Molecular . e5E-05.251E.03 | FNG, TNFSF11, CYPTA1, CHGA, UNC13C, SLC27A2, PDYN,
Transport ' ' GRMS, TRH, Gucy2d, IL6, SLC18A2, ATP2B2, ALB, CLIC3, SST, GSTA1, MMP12, Straél, BMP6
E”:toef:”e | oE-05.251E.03 | IFNG: TNFSF11, CHGA, GRMS, PDYN, TRH, CTSW, CD96
y ' ' |IL6, Ccl9, ALB, TNN, CNTNAP2, Art2b, GSTA1, CCR6
Disorders
Gasirointestin | oo oo = . | IFNG, TNFSF11, CHGA, PDYN, CTSW, CD96, IL6, Ccl9, ALB,
al Disease CNTNAP2, Art2b, CFl, GSTA1, MMP12, CCR6
immunological | .. |IFNG, CYP1A1, TNFSF11, CHGA, PDYN, CTSW, CSMD1, CD96,
Disease ' ' IL6, SLC18A2, ATP2B2, Ccl9, ALB, Art2b, CFl, MMP12, CCR6, NRP1
Metabolic | SoE.05.251E.03 | IFNG, CHGA, TNFSF11, GRM, PDYN, TRH, CTSW, CDY6, ILS,
Disease ' ' Ccl9, ALB, CNTNAP2, REG3G, Art2b, GSTA1, CCR6
Cell Signaling | 3.39E-05-2.46E-03 | IFNG, CHGA, TNFSF11, ALB, Gucy2d, TRH, PDYN, SST, IL6, ATP2B2
Vitamin and
o 2 30051 66E.05 | IFNG: CYP1AT, TNFSF11, CHGA, SLC27A2, TRH, Gucy2d, IL6, ATP2B2, ALB, SST, GSTAT,

Metabolism

BMP6




Cell Death and
Survival

3.61E-05-2.51E-03

IFNG, CHGA, TNFSF11, TRH, IL6, LMNB1, SRXN1, Ccl9, ATP2B2,
ALB, REG3G, CLIC3, GSTA1, MMP12, BMP6, NRP1

Antimicrobial | 5 £ 05.4.03E-04 | IFNG, IL6, CCR6

Response

Embryonic

Development 3.71E-05-2.51E-03 | IFNG, TNFSF11, ALB, VAX1, TRH, XIRP2, IL6, MMP12, LMNB1, CSRP3, CCR6, ATP2B2, NRP1
Organismal 3.71E-05-2.51E-03 IFNG, CYP1A1, CHGA, VAX1, TNFSF11, TRH, XIRP2, IL6, LMNB1,

Development ATP2B2, ALB, TNN, SST, BMP6, MMP12, Kng1/Kng2, CCR6, CSRP3, NRP1
Skeletal and

Muscular 3.71E-05-2.51E-03 | IFNG, CHGA, ALB, TNFSF11, UNC13C, TRH, CD96, IL6, BMP6, SLC18A2, CSRP3
Disorders

Nervous

System IFNG, CHGA, AADAT, VAX1, Gucy2d, ADGRL3, PDYN, TRH, GRMS,

Development
and Function

4.51E-05-2.51E-03

IL6, SLC18A2, LMNB1, ATP2B2, ALB, TNN, CNTNAP2, SST, BMP6, CCR6, NRP1

ANAZ(:;T)IZ@:f 5.25E-05-2.51E-03 | IFNG, CYP1A1, CHGA, Art2b, TRH, GRMS8, GLYAT, SST, IL6, BMP6, ATP2B2
Infect

ntectious 6.17E-05-2.41E-03 | IFNG, ALB, REG3G, Mcpt1, IL6, MMP12, CCR6

Diseases

Cardiovascular

System IFNG, TNFSF11, CHGA, Mcpt1, IL6, ALB, TNN, SST, BMP6, MMP12,

Development
and Function

6.26E-05-2.51E-03

CSRP3, Kng1/Kng2, CCR6, NRP1

Humoral
Immune
Response

6.81E-05-1.94E-03

IFNG, REG3G, IL6, CCR6




Protein

6.81E-05-1.82E-03

IFNG, CYP1A1, ALB, REG3G, TRH, Mcpt1, SST, IL6, SRXN1, CCR6

Synthesis

Psychological 7 08E-05-2 51E-03 IFNG, CYP1A1, AADAT, CHGA, UNC13C, PCLO, PDYN, CSMD1,
Disorders ' ' IL6, SLC18A2, LMNB1, ATP2B2, ALB, CNTNAP2, SST

Cellular

Assembly and
Organization

7.77E-05-2.51E-03

IFNG, TNFSF11, CHGA, ADGRL3, TRH, CD96, XIRP2, IL6, CRISP1,
LMNB1, Muc4, ATP2B2, TNN, CNTNAP2, CSRP3, NRP1

Inflammatory | g 5 /e 05.2.51E-03 | IFNG, ALB. CFI, IL6. MMP12, CCR6
Disease

_ IFNG, AADAT, UNC13C, CNTNAP2, GRMS, TRH., ADGRL3,
Behavior 1.36E-04-2.418-03 | 5HVN CSMD1. SST, IL6, SLC18A2, ATP2B2
Free Radical | | 6oE.04-1.56E-03 | IFNG, TNFSF11, CYP1A1, ALB, GSTA. IL6
Scavenging
Cardiovascular |, oce 042 51E-03 | CHGA, CD96, IL6, CSRP3
Disease
Organ

1.85E-04-2.51E-03 | IFNG, CHGA, TNFSF11, SST, IL6, BMP6, CSRP3. CCR6

Morphology
Post-
Translational | 2.21E-04-2.51E-03 | ALB, Art2b, IL6, SLC18A2
Modification
Digestive
System

Development
and Function

2.71E-04-2.51E-03

IFNG, TNFSF11, VAX1, IL6, CCR6, NRP1

Hematological
Disease

2.72E-04-2.51E-03

IFNG, ALB, CHGA, TNFSF11, CSMD1, CFl, IL6, MMP12, ATP2B2, Ccl9




Cell-mediated
Immune
Response

2.76E-04-2.51E-03

IFNG, IL6

Dermatological
Diseases and
Conditions

2.87E-04-2.87E-04

CHGA, PDYN, IL6

Hepatic
System
Development
and Function

3.36E-04-3.79E-04

IFNG, IL6, CCR6

Hepatic

System 3.36E-04-2.51E-03 | IFNG, ALB, CHGA, IL6

Disease

Developmental |, or 04-2.51E-03 | IFNG, TNFSF11, ALB, CD96, IL6

Disorder

Hereditary 3.59E-04-2.51E-03 | IFNG, TNFSF11, ALB, IL6, LMNB1, CSRP3

Disorder

Hypersensitivit | e 04.1.39E-03 | IFNG, Mcptt, IL6, MMP12, CCR6

y Response

Tumor 4.75E-04-2.51E-03 | IFNG, ALB, IL6

Morphology

Drug 7.28E-04-2.51E-03 | IFNG, CHGA, ALB, TRH, SST, GSTA1, IL6, SLC18A2, BMP6
Metabolism

Renal and

Urological 1.08E-03-1.26E-03 | IFNG, CHGA, CYP1A1, TNFSF11, ALB, GSTA1, IL6, SRXN1, ATP2B2

Disease




Carbohydrate
Metabolism

1.39E-03-2.51E-03

IFNG, CHGA, ALB, Art2b, TRH, SST, IL6, ATP2B2

Protein
Trafficking

1.82E-03-1.82E-03

IFNG, TNFSF11, ALB, Art2b, IL6

Respiratory
System
Development
and Function

1.94E-03-2.51E-03

IFNG, IL6, MMP12, CCR6

Energy. 2 51E-03-2.51E-03 | ALB

Production

Ophthalmic |, o1 e 03-2.51E-03 | CYP1A1
Disease

Organismal |, o1 e 03.2.51E-03 | PDYN
Functions

Organismal |, o1 e 03.2.51E-03 | IFNG

Survival

Renal and

Urological

System 2 51E-03-2.51E-03 | NRP1

Development
and Function




