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Used notations:

« List Hits - the number of genes annotated by the considered KEGG category or annotation cluster within the analyzed list of target genes

. List Total - the number of genes within the analyzed list of target genes having at least one KEGG annotation

« Population Hits - the number of genes, available on the entire microarray, annotated by the considered KEGG category or annotation cluster
« Population Total - the number of genes available on the entire microarray and having at least one KEGG annotation

« P-value - the significance p-value of the gene enrichment of the considered KEGG category or annotation cluster, calculated with a unilateral Fisher exact test
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1 (04141 Fél;]odc:sls;g% iI(? 36 | 304 167 5981 4f:- 3‘%2 | hypoxiaup-regulated.
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http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04141/default%3dwhite/reference%3d%23FFFF33/10525%09blue,black/10956%09blue,black/1410%09blue,black/1603%09blue,black/22872%09blue,black/22926%09blue,black/23193%09blue,black/23471%09blue,black/2923%09blue,black/29927%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/3337%09blue,black/3703%09blue,black/3998%09blue,black/4780%09blue,black/5034%09blue,black/51009%09blue,black/51726%09blue,black/5611%09blue,black/596%09blue,black/6184%09blue,black/6185%09blue,black/6745%09blue,black/7095%09blue,black/7184%09blue,black/811%09blue,black/821%09blue,black/84447%09blue,black/8720%09blue,black/9601%09blue,black/9709%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04141/default%3dwhite/reference%3d%23FFFF33/10525%09blue,black/10956%09blue,black/1410%09blue,black/1603%09blue,black/22872%09blue,black/22926%09blue,black/23193%09blue,black/23471%09blue,black/2923%09blue,black/29927%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/3337%09blue,black/3703%09blue,black/3998%09blue,black/4780%09blue,black/5034%09blue,black/51009%09blue,black/51726%09blue,black/5611%09blue,black/596%09blue,black/6184%09blue,black/6185%09blue,black/6745%09blue,black/7095%09blue,black/7184%09blue,black/811%09blue,black/821%09blue,black/84447%09blue,black/8720%09blue,black/9601%09blue,black/9709%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04141/default%3dwhite/reference%3d%23FFFF33/10525%09blue,black/10956%09blue,black/1410%09blue,black/1603%09blue,black/22872%09blue,black/22926%09blue,black/23193%09blue,black/23471%09blue,black/2923%09blue,black/29927%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/3337%09blue,black/3703%09blue,black/3998%09blue,black/4780%09blue,black/5034%09blue,black/51009%09blue,black/51726%09blue,black/5611%09blue,black/596%09blue,black/6184%09blue,black/6185%09blue,black/6745%09blue,black/7095%09blue,black/7184%09blue,black/811%09blue,black/821%09blue,black/84447%09blue,black/8720%09blue,black/9601%09blue,black/9709%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04141/default%3dwhite/reference%3d%23FFFF33/10525%09blue,black/10956%09blue,black/1410%09blue,black/1603%09blue,black/22872%09blue,black/22926%09blue,black/23193%09blue,black/23471%09blue,black/2923%09blue,black/29927%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/3337%09blue,black/3703%09blue,black/3998%09blue,black/4780%09blue,black/5034%09blue,black/51009%09blue,black/51726%09blue,black/5611%09blue,black/596%09blue,black/6184%09blue,black/6185%09blue,black/6745%09blue,black/7095%09blue,black/7184%09blue,black/811%09blue,black/821%09blue,black/84447%09blue,black/8720%09blue,black/9601%09blue,black/9709%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04141/default%3dwhite/reference%3d%23FFFF33/10525%09blue,black/10956%09blue,black/1410%09blue,black/1603%09blue,black/22872%09blue,black/22926%09blue,black/23193%09blue,black/23471%09blue,black/2923%09blue,black/29927%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/3337%09blue,black/3703%09blue,black/3998%09blue,black/4780%09blue,black/5034%09blue,black/51009%09blue,black/51726%09blue,black/5611%09blue,black/596%09blue,black/6184%09blue,black/6185%09blue,black/6745%09blue,black/7095%09blue,black/7184%09blue,black/811%09blue,black/821%09blue,black/84447%09blue,black/8720%09blue,black/9601%09blue,black/9709%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05016/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/10891%09blue,black/1213%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/1387%09blue,black/163%09blue,black/29796%09blue,black/3708%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/5430%09blue,black/55967%09blue,black/64764%09blue,black/6647%09blue,black/7385%09blue,black/7388%09blue,black/7419%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05016/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/10891%09blue,black/1213%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/1387%09blue,black/163%09blue,black/29796%09blue,black/3708%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/5430%09blue,black/55967%09blue,black/64764%09blue,black/6647%09blue,black/7385%09blue,black/7388%09blue,black/7419%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05016/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/10891%09blue,black/1213%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/1387%09blue,black/163%09blue,black/29796%09blue,black/3708%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/5430%09blue,black/55967%09blue,black/64764%09blue,black/6647%09blue,black/7385%09blue,black/7388%09blue,black/7419%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa00190/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/51382%09blue,black/514%09blue,black/515%09blue,black/521%09blue,black/537%09blue,black/5464%09blue,black/55967%09blue,black/7385%09blue,black/7388%09blue,black/8992%09blue,black/9114%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa00190/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/51382%09blue,black/514%09blue,black/515%09blue,black/521%09blue,black/537%09blue,black/5464%09blue,black/55967%09blue,black/7385%09blue,black/7388%09blue,black/8992%09blue,black/9114%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa00190/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/51382%09blue,black/514%09blue,black/515%09blue,black/521%09blue,black/537%09blue,black/5464%09blue,black/55967%09blue,black/7385%09blue,black/7388%09blue,black/8992%09blue,black/9114%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05010/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/22926%09blue,black/29796%09blue,black/351%09blue,black/3708%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/488%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/55851%09blue,black/55967%09blue,black/7385%09blue,black/7388%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05010/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/22926%09blue,black/29796%09blue,black/351%09blue,black/3708%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/488%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/55851%09blue,black/55967%09blue,black/7385%09blue,black/7388%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05010/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/22926%09blue,black/29796%09blue,black/351%09blue,black/3708%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/488%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/55851%09blue,black/55967%09blue,black/7385%09blue,black/7388%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05012/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/55967%09blue,black/7314%09blue,black/7385%09blue,black/7388%09blue,black/7419%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05012/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/55967%09blue,black/7314%09blue,black/7385%09blue,black/7388%09blue,black/7419%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05012/default%3dwhite/reference%3d%23FFFF33/10476%09blue,black/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/4694%09blue,black/4700%09blue,black/4706%09blue,black/4713%09blue,black/4716%09blue,black/4725%09blue,black/498%09blue,black/506%09blue,black/509%09blue,black/514%09blue,black/515%09blue,black/55967%09blue,black/7314%09blue,black/7385%09blue,black/7388%09blue,black/7419%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa03010/default%3dwhite/reference%3d%23FFFF33/100505503%09blue,black/3921%09blue,black/4736%09blue,black/6124%09blue,black/6128%09blue,black/6139%09blue,black/6142%09blue,black/6143%09blue,black/6152%09blue,black/6154%09blue,black/6171%09blue,black/6189%09blue,black/6193%09blue,black/6194%09blue,black/6205%09blue,black/6206%09blue,black/6207%09blue,black/6217%09blue,black/6218%09blue,black/6223%09blue,black/6227%09blue,black/6232%09blue,black/6234%09blue,black/7311%09blue,black/9349%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa03010/default%3dwhite/reference%3d%23FFFF33/100505503%09blue,black/3921%09blue,black/4736%09blue,black/6124%09blue,black/6128%09blue,black/6139%09blue,black/6142%09blue,black/6143%09blue,black/6152%09blue,black/6154%09blue,black/6171%09blue,black/6189%09blue,black/6193%09blue,black/6194%09blue,black/6205%09blue,black/6206%09blue,black/6207%09blue,black/6217%09blue,black/6218%09blue,black/6223%09blue,black/6227%09blue,black/6232%09blue,black/6234%09blue,black/7311%09blue,black/9349%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05322/default%3dwhite/reference%3d%23FFFF33/121504%09blue,black/3020%09blue,black/3021%09blue,black/554313%09blue,black/8294%09blue,black/8349%09blue,black/8359%09blue,black/8360%09blue,black/8361%09blue,black/8362%09blue,black/8363%09blue,black/8364%09blue,black/8365%09blue,black/8366%09blue,black/8367%09blue,black/8368%09blue,black/8370%09blue,black/85236%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05322/default%3dwhite/reference%3d%23FFFF33/121504%09blue,black/3020%09blue,black/3021%09blue,black/554313%09blue,black/8294%09blue,black/8349%09blue,black/8359%09blue,black/8360%09blue,black/8361%09blue,black/8362%09blue,black/8363%09blue,black/8364%09blue,black/8365%09blue,black/8366%09blue,black/8367%09blue,black/8368%09blue,black/8370%09blue,black/85236%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05322/default%3dwhite/reference%3d%23FFFF33/121504%09blue,black/3020%09blue,black/3021%09blue,black/554313%09blue,black/8294%09blue,black/8349%09blue,black/8359%09blue,black/8360%09blue,black/8361%09blue,black/8362%09blue,black/8363%09blue,black/8364%09blue,black/8365%09blue,black/8366%09blue,black/8367%09blue,black/8368%09blue,black/8370%09blue,black/85236%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04260/default%3dwhite/reference%3d%23FFFF33/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/476%09blue,black/488%09blue,black/7385%09blue,black/7388%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04260/default%3dwhite/reference%3d%23FFFF33/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/476%09blue,black/488%09blue,black/7385%09blue,black/7388%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04260/default%3dwhite/reference%3d%23FFFF33/1337%09blue,black/1340%09blue,black/1346%09blue,black/1349%09blue,black/1350%09blue,black/1351%09blue,black/29796%09blue,black/440567%09blue,black/476%09blue,black/488%09blue,black/7385%09blue,black/7388%09blue,black/9377%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa03040/default%3dwhite/reference%3d%23FFFF33/10286%09blue,black/10594%09blue,black/1655%09blue,black/3183%09blue,black/3190%09blue,black/3303%09blue,black/3304%09blue,black/3312%09blue,black/51639%09blue,black/6426%09blue,black/6633%09blue,black/83443%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa03040/default%3dwhite/reference%3d%23FFFF33/10286%09blue,black/10594%09blue,black/1655%09blue,black/3183%09blue,black/3190%09blue,black/3303%09blue,black/3304%09blue,black/3312%09blue,black/51639%09blue,black/6426%09blue,black/6633%09blue,black/83443%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04978/default%3dwhite/reference%3d%23FFFF33/10568%09blue,black/2512%09blue,black/4493%09blue,black/4494%09blue,black/4495%09blue,black/4496%09blue,black/4499%09blue,black/4501%09blue,black/4502%09blue,black/476%09blue,black/79901%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04978/default%3dwhite/reference%3d%23FFFF33/10568%09blue,black/2512%09blue,black/4493%09blue,black/4494%09blue,black/4495%09blue,black/4496%09blue,black/4499%09blue,black/4501%09blue,black/4502%09blue,black/476%09blue,black/79901%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04978/default%3dwhite/reference%3d%23FFFF33/10568%09blue,black/2512%09blue,black/4493%09blue,black/4494%09blue,black/4495%09blue,black/4496%09blue,black/4499%09blue,black/4501%09blue,black/4502%09blue,black/476%09blue,black/79901%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04142/default%3dwhite/reference%3d%23FFFF33/1213%09blue,black/2799%09blue,black/3073%09blue,black/3920%09blue,black/427%09blue,black/537%09blue,black/5641%09blue,black/5660%09blue,black/8763%09blue,black/9114%09blue,black/9741%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04142/default%3dwhite/reference%3d%23FFFF33/1213%09blue,black/2799%09blue,black/3073%09blue,black/3920%09blue,black/427%09blue,black/537%09blue,black/5641%09blue,black/5660%09blue,black/8763%09blue,black/9114%09blue,black/9741%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05110/default%3dwhite/reference%3d%23FFFF33/11014%09blue,black/115%09blue,black/2778%09blue,black/29927%09blue,black/375%09blue,black/51382%09blue,black/537%09blue,black/8992%09blue,black/9114%09blue,black/9601%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05110/default%3dwhite/reference%3d%23FFFF33/11014%09blue,black/115%09blue,black/2778%09blue,black/29927%09blue,black/375%09blue,black/51382%09blue,black/537%09blue,black/8992%09blue,black/9114%09blue,black/9601%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05110/default%3dwhite/reference%3d%23FFFF33/11014%09blue,black/115%09blue,black/2778%09blue,black/29927%09blue,black/375%09blue,black/51382%09blue,black/537%09blue,black/8992%09blue,black/9114%09blue,black/9601%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04612/default%3dwhite/reference%3d%23FFFF33/2923%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/5641%09blue,black/811%09blue,black/821%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04612/default%3dwhite/reference%3d%23FFFF33/2923%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/5641%09blue,black/811%09blue,black/821%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04612/default%3dwhite/reference%3d%23FFFF33/2923%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/5641%09blue,black/811%09blue,black/821%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04612/default%3dwhite/reference%3d%23FFFF33/2923%09blue,black/3303%09blue,black/3304%09blue,black/3309%09blue,black/3312%09blue,black/3320%09blue,black/3326%09blue,black/5641%09blue,black/811%09blue,black/821%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05120/default%3dwhite/reference%3d%23FFFF33/10392%09blue,black/4233%09blue,black/4792%09blue,black/51382%09blue,black/537%09blue,black/5879%09blue,black/8992%09blue,black/9114%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05120/default%3dwhite/reference%3d%23FFFF33/10392%09blue,black/4233%09blue,black/4792%09blue,black/51382%09blue,black/537%09blue,black/5879%09blue,black/8992%09blue,black/9114%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05120/default%3dwhite/reference%3d%23FFFF33/10392%09blue,black/4233%09blue,black/4792%09blue,black/51382%09blue,black/537%09blue,black/5879%09blue,black/8992%09blue,black/9114%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05120/default%3dwhite/reference%3d%23FFFF33/10392%09blue,black/4233%09blue,black/4792%09blue,black/51382%09blue,black/537%09blue,black/5879%09blue,black/8992%09blue,black/9114%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa05120/default%3dwhite/reference%3d%23FFFF33/10392%09blue,black/4233%09blue,black/4792%09blue,black/51382%09blue,black/537%09blue,black/5879%09blue,black/8992%09blue,black/9114%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04962/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/140735%09blue,black/1778%09blue,black/2778%09blue,black/64764%09blue,black/8766%09blue,black/9230%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04962/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/140735%09blue,black/1778%09blue,black/2778%09blue,black/64764%09blue,black/8766%09blue,black/9230%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04962/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/140735%09blue,black/1778%09blue,black/2778%09blue,black/64764%09blue,black/8766%09blue,black/9230%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04962/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/140735%09blue,black/1778%09blue,black/2778%09blue,black/64764%09blue,black/8766%09blue,black/9230%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa03060/default%3dwhite/reference%3d%23FFFF33/29927%09blue,black/3309%09blue,black/6727%09blue,black/6731%09blue,black/6734%09blue,black/7095%09blue,black/9789%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa03060/default%3dwhite/reference%3d%23FFFF33/29927%09blue,black/3309%09blue,black/6727%09blue,black/6731%09blue,black/6734%09blue,black/7095%09blue,black/9789%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04961/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/1213%09blue,black/163%09blue,black/2778%09blue,black/476%09blue,black/8766%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04961/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/1213%09blue,black/163%09blue,black/2778%09blue,black/476%09blue,black/8766%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04961/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/1213%09blue,black/163%09blue,black/2778%09blue,black/476%09blue,black/8766%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04961/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/1213%09blue,black/163%09blue,black/2778%09blue,black/476%09blue,black/8766%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04961/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/1213%09blue,black/163%09blue,black/2778%09blue,black/476%09blue,black/8766%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa04961/default%3dwhite/reference%3d%23FFFF33/115%09blue,black/1213%09blue,black/163%09blue,black/2778%09blue,black/476%09blue,black/8766%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa00510/default%3dwhite/reference%3d%23FFFF33/1603%09blue,black/23193%09blue,black/3703%09blue,black/6184%09blue,black/6185%09blue,black/8813%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa00510/default%3dwhite/reference%3d%23FFFF33/1603%09blue,black/23193%09blue,black/3703%09blue,black/6184%09blue,black/6185%09blue,black/8813%09blue,black/
http://www.genome.jp/kegg-bin/mark_pathway_www?@hsa00510/default%3dwhite/reference%3d%23FFFF33/1603%09blue,black/23193%09blue,black/3703%09blue,black/6184%09blue,black/6185%09blue,black/8813%09blue,black/
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